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NTDB id 1038 H0N27 RS01510 WP 000993725.1 ........MNAQKGFTLIELMIVVAIIGILAAIAIPQYQNYIAKSQVNSGFSEISSIKTGYEN.AVNEGAVPTKLSDVGF 71
NTDB id 1188 NELON RS01755 WP 003772458.1 .......MKAMQKGFTLIELMIVIAIIGILAAIALPAYQDYTVRSKVSEALIAASSPKSALSEAFQTDGITGMTAAAKAF 73
NTDB id 422631 GYK50 RS11275 WP 212563960.1 ........MNAQKGFTLIELMIVIAIIGILAAVALPAYQDYTKRAKVSEGLSLASSAKTSVTENASNAAKYSLG...... 66
NTDB id 1424 RS RS02795 WP 011000517.1 MKSMRHLNKRVQKGFTLIELMIVVAIVGILAAIAIPAYQDYTVRARVTEGLSLAAQAKALVSENAANAQSDLSV...... 74
NTDB id 1002 ACIAD RS15100 WP 004923779.1 ........MNAQKGFTLIELMIVIAIIGILAAIAIPAYTDYTVRARVSEGLTAASSMKTTVSENILNAGALVAGTPSTAG 72
NTDB id 1258 GCO85 RS09745 WP 014844212.1 .........MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNALPATQAATGY 71
NTDB id 1274 LPP RS09530 WP 011214168.1 .........MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNALPATQAATGY 71
consensus !!!!!!!!!!!!*!!*!!!!!*!*!*!**!*****!**********!***** *** *** **
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NTDB id 1038 H0N27 RS01510 WP 000993725.1 TAATS............SVCATYSID...AFTETDGAGKITCT............LKGNPKIAT...............K 109
NTDB id 1188 NELON RS01755 WP 003772458.1 NKTAAAGGGAGGAAAAGTQHASKYVKSVKVT..EASPWDITVAISATEANGIPTGLDGNTIRLFPLV..........NKA 141
NTDB id 422631 GYK50 RS11275 WP 212563960.1 ...............WTAPSATVNVKSVGI...TDTNGEVTISYDTPV.....AAAKANTLILVPYTGPNTKPVALPDST 123
NTDB id 1424 RS RS02795 WP 011000517.1 ...........GSSVF...TPTKNVANLTIAGTGTVPGQITVTYTT.A.......AGGGTLALVPTAAGTALP....... 125
NTDB id 1002 ACIAD RS15100 WP 004923779.1 S.......SCVGVQEISASNATTNVAT..ATCGASSAGQIIVTMDTTK.......AKGANITLTP............... 121
NTDB id 1258 GCO85 RS09745 WP 014844212.1 V................SPAATPNVQS..IAIG..ANGVITITYTA.A.......AGGGTIIMTPT.............. 109
NTDB id 1274 LPP RS09530 WP 011214168.1 V................SPAATPNVAS..IAIG..ANGVITITYTA.A.......AGGGTIVMTPT.............. 109
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NTDB id 1038 H0N27 RS01510 WP 000993725.1 IVELTRSTDGAWTCVSD...................VPTEFLPKGCTAGTPTEGAITSL 149
NTDB id 1188 NELON RS01755 WP 003772458.1 VPAATSTGAIDWACASAAKETADKRFGTGSGVAVGTLPAKYAPSECK............ 188
NTDB id 422631 GYK50 RS11275 WP 212563960.1 SAYTPPSGNISWACKAAGSSFTI........GTAGTLPSELAPSNCR............ 162
NTDB id 1424 RS RS02795 WP 011000517.1 .VSSAPSGPIMWTCYAQNKAQAASSVAP...SGTMSLAAKYAPAECR............ 168
NTDB id 1002 ACIAD RS15100 WP 004923779.1 ...TYASGAVTWKCTTT..................S.DKKYVPSECRG........... 147
NTDB id 1258 GCO85 RS09745 WP 014844212.1 ...LQANGDVTWTCTGG..................TLLAKYRPASCRP........... 136
NTDB id 1274 LPP RS09530 WP 011214168.1 ...LQANGDVTWTCTGG..................TLLAKYRPASCRP........... 136
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