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WRKRPQSAENFVNANYFTLSKKGSLVAGVEDGRLQSTR

NTDB id 624 LCA RS00040 WP 011373726.1 MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNANGDREADFINCVIWRKSAENFANFTKKGSLVGVDGRLQTR 80
NTDB id 422560 G3T51 RS01080 WP 025906200.1 MINRVVLVGRLTKDPEYRVTPSGVQVATFTLAINRTYTNQQGEREADFINCVVFRRPAENVNNYLSKGSLAGVEGRLQSR 80
NTDB id 113 BSU 40900 NP 391970.1 MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQSGEREADFINCVTWRRQAENVANFLKKGSLAGVDGRLQTR 80
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S
NYENQEQGRQRVFYVTEVQVACVEDNSFVSQLFLESPRKGNTAGTGNTEGQQRSGQRQSGDGNDGYANEQSGQSNYNSQNFNNEFQGNGYNGSQDNYQFSGNGNGSQNQDQNSGPFGTSGNPQKQANQNPTGQSRNAQRNPQAQSAGNNNQSFQTNQSADS

NTDB id 624 LCA RS00040 WP 011373726.1 NYENQQGQRVYVTEVVVDNFSLLESRTTTEQRQGDGASQ...NF......NSNQSNGSQQSGFTSPQQTGNAPAANNTQA 151
NTDB id 422560 G3T51 RS01080 WP 025906200.1 SYENQEGRRVYVTEVVCDSVQFLEPKGANQRQSGNDNQSYNQNNNEFQNYGQDFGGNQQQ....GQKAPSNQQSNNQQSS 156
NTDB id 113 BSU 40900 NP 391970.1 NYENQQGQRVFVTEVQAESVQFLEPKNGGGSGSGGYNEGNS.......GGGQYFGGGQNDNPFGGNQNNQRRNQGNSFND 153
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DPFANADNNGGKQAP IDI SDDDLPF

NTDB id 624 LCA RS00040 WP 011373726.1 DPFANNGQAIDISDDDLPF 170
NTDB id 422560 G3T51 RS01080 WP 025906200.1 NPFANANGPIDISDDDLPF 175
NTDB id 113 BSU 40900 NP 391970.1 DPFANDGKPIDISDDDLPF 172
consensus *!!!! * *!!!!!!!!!!

X non conserved

X similar

X ≥ 50% conserved


