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MNDITYTLLRLMQVPKLGGVGIDKI LSNITLNELLNYDDVAFRQMGWGAIQIRRWFKPEAKF I EPALVWSQKEGNHLVNYFSPFY
NTDB id 42251 PARA RS10520 WP 419760871.1 ..................................................................................... 0
NTDB id 1361 HI 0985 AAC22646.1 MNDITYTLLRLMQVPKLGGVGIDKILSNITLNELLNYDDVAFRQMGWGAIQIRRWFKPEAKFIEPALVWSQKEGNHLVNYFSPFY 85
consensus *************************************************************************************

logo

PFLLKQTASFPPLLFVKGNLTALSQRQMAMVGSRYCTTYGEYWAKHFATELSLAGFTITSGLALGIDGHCHQAVVNIQGQTIAVL
NTDB id 42251 PARA RS10520 WP 419760871.1 ..................................................................................... 0
NTDB id 1361 HI 0985 AAC22646.1 PFLLKQTASFPPLLFVKGNLTALSQRQMAMVGSRYCTTYGEYWAKHFATELSLAGFTITSGLALGIDGHCHQAVVNIQGQTIAVL 170
consensus *************************************************************************************

logo

GSGLEQIYPSKHQRLSAQI I ENNGALVSEFLPNQAP IAANFPRRNR I I SGLSVGTLVVEATEKSGSL ITARYALEQNREVFAVPG
NTDB id 42251 PARA RS10520 WP 419760871.1 ..................................................................................... 0
NTDB id 1361 HI 0985 AAC22646.1 GSGLEQIYPSKHQRLSAQIIENNGALVSEFLPNQAPIAANFPRRNRIISGLSVGTLVVEATEKSGSLITARYALEQNREVFAVPG 255
consensus *************************************************************************************

logo

NIQNKSSQGCHRL IKQGAMLVENAKDI LETLYQHS IHSQTE IDFDQIAVPNM
YTKPPLPDTAPKRARLPAVEVAEPSHPEKLYQSRYIGTYTP I

VS ILDDLAS
NTDB id 42251 PARA RS10520 WP 419760871.1 ...................................................MTKPLTAKAPAVEPSHPELYQYITYTPISLDDLS 34
NTDB id 1361 HI 0985 AAC22646.1 NIQNKSSQGCHRLIKQGAMLVENAKDILETLYQHSIHSQTEIDFDQIAVPNYTPPPDPRRLVEAPSHPKLYSRIGYTPVSIDDLA 340
consensus *************************************************** !*!* ** * !!!! !! ! !!!*!*!!!
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NTDB id 42251 PARA RS10520 WP 419760871.1 AALNLPVDLLLVQLLDLELQDLIVNENGLYKRIA 68
NTDB id 1361 HI 0985 AAC22646.1 EEFNLSVDVLLVQLLDLELQDLIISENGLYKRV. 373
consensus !!*!!*!!!!!!!!!!!!!!* !!!!!!!**
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X ≥ 50% conserved


