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NTDB id 42245 PARA RS06800 WP 041918250.1 MKLTLFQLCIMLIVSAFSLLVVPDFLLFTWQRAGLSILLLVMTAFCFHWFNYFKVRNFCINGIWFLLTLAYVHSQALSLLTQAEK 85
NTDB id 1359 HI 0061 AAC21739.1 MKLNLITLVVLLIVADLTLLFLPQPLLLPWQVALVIALVLI.......FLFIFLRRNFLVSLAFFVASLGYFHYSALSLSQQAQN 78
consensus !!! ! !***!!! *!! *! *!! *!! ! * !*!********* ! !!!** *!* *!*! ! !!!! !!

logo I STASLQKPNKI
Q
T
V
L
V
D
T
F
L
H
KIQSE I LHQQDYQTL IVATATSTLEFDNGNLKQEQQRI F ILNWKRAKPEKVPQLGSE IWQRADE I

V
K
SLRPS ILSARLNFHGGFDRQQWYFSKGR

NTDB id 42245 PARA RS06800 WP 041918250.1 ISSLPNKITLDLHISEILHQQDYQTLVATTSLFDG.KEQQIFINWRAPEKPQLGEIWRADVKLRPISARLNHGGFDRQQWYFSKR 169
NTDB id 1359 HI 0061 AAC21739.1 ITAQK..QVVTFKIQEILHQQDYQTLIATATLENNLQEQRIFLNWKAKEVPQLSEIWQAEISLRSLSARLNFGGFDRQQWYFSKG 161
consensus !* *** * *! !!!!!!!!!!!*!! *! * !! !!*!!*!*! !!! !!! !** !!**!!!!!*!!!!!!!!!!!!

logo I ITAVGNTVKSAAVKIAGDGDVFSSLYRATDEFKLQNQSVKLKQTEGLSLQGLL IALAFGERAWLDKNKTTWLS IYQQTNTAHL IA I SGLHIGLAMGIGFCFFL
NTDB id 42245 PARA RS06800 WP 041918250.1 IIAVGNVKSAAKIGGDFSYRTDFLQNSLKQTEGLSLQGLLIALAFGERAWLDNKTWLIYQQTNTAHLIAISGLHIGLAMGIGFFF 254
NTDB id 1359 HI 0061 AAC21739.1 ITAVGTVKSAVKIADVSSLRAEKLQQVKKQTEGLSLQGLLIALAFGERAWLDKTTWSIYQQTNTAHLIAISGLHIGLAMGIGFCL 246
consensus ! !!! !!!! !!* ! ! * !!* !!!!!!!!!!!!!!!!!!!!!!!! !! !!!!!!!!!!!!!!!!!!!!!!!!!!*
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NTDB id 42245 PARA RS06800 WP 041918250.1 ARLLQFVLPTRFISPWFPLCFGVLIALGYAYLAGFSLPTFRAMMALLFIAILQFSRRYYTPLQMLCLVVAFLLFCDPLMPLSVSF 339
NTDB id 1359 HI 0061 AAC21739.1 ARVVQVFFPTRFIHPYFPLVFGVLFALIYAYLAGFSVPTFRAISALVFVLFIQIMRRHYSPIQFFTLVVGFLLFCDPLMPLSVSF 331
consensus !!**! !!!!!*!*!!!*!!!! !! !!!!!!!!*!!!!!* !!*!* *! !!*!*!*! *!!!*!!!!!!!!!!!!!!!
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NTDB id 42245 PARA RS06800 WP 041918250.1 WLSVGAVTCLIVWYRYVPLSIIEWQHQKLSGKVRWILGLFHLQLGLLILFTPIQLFFFNGLALNGFLANLIAVPLYSFVLVPLIL 424
NTDB id 1359 HI 0061 AAC21739.1 WLSCGAVGCLLLWYRYVPFSLFQWKNRPFSPKVRWIFSLFHLQFGLLLFFTPLQLFLFNGLSLSGFLANFMAVPIYSFLLVPLIL 416
consensus !!!*!!! !!**!!!!!! !* ! * * !*!!!!! !!!!! !!!* !!!*!!! !!!! ! !!!!! *!!!*!!!*!!!!!!
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NTDB id 42245 PARA RS06800 WP 041918250.1 FAMLTNGAFSSWHFSNAIAQGITQCLSFFQGSYMPISINLSLILTALLSFVFGVMLGGLYFASQGKTKNTPLKSSRFFTLNSTKI 509
NTDB id 1359 HI 0061 AAC21739.1 FAVFTNGTMFSWQLANKLAEGITGLISVFQGNWLTVSFNLALGLTALCAGIFMLIIWNIYREPEISSSNWQIKRAKFFTLNLSKP 501
consensus !!* !!! !!* ! *! !!! **! !!! ****! !! ! !!!!* *! *** *! * * ! **! *!!!!! *!*
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NTDB id 42245 PARA RS06800 WP 041918250.1 LSPEAYKQALRDVIFIFCVCMGTLGYRYITKPKWQLDTLDVGQGLATLIVKEGKGVLYDTGPAWQSGIGASSMAELEILPYLQRE 594
NTDB id 1359 HI 0061 AAC21739.1 LLKNERINVLRCSFGIILLCFTILLFKQLSKPTWQVDTLDVGQGLATLIVKNGKGILYDTGSSWRGG....SMAELEILPYLQRE 582
consensus ! * * !!* ! **! ! ** **!! !!*!!!!!!!!!!!!!!! !!!*!!!!!* ! !****!!!!!!!!!!!!!!
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NTDB id 42245 PARA RS06800 WP 041918250.1 GIELETLILSHDDNDHSGGAKAILAAYPEIELITPSRKNYGETHRTFCLQGKQWQWGGLDFKILSPKQITDRAENPQSCVIVLTD 679
NTDB id 1359 HI 0061 AAC21739.1 GIVLEKLILSHDDNDHAGGASTILKAYPNVELITPSRKNYGENYRTFCTAGRDWHWQGLHFQILSPHNVVTRADNSHSCVILVDD 667
consensus !! !! !!!!!!!!!! !!! !! !!! *!!!!!!!!!!!! *!!!! !* !*! !!*! !!!!*** !!*!**!!!!** !
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NTDB id 42245 PARA RS06800 WP 041918250.1 GQYQILLTGDADVATEKSFAEKLGKINVLQVGHHGSKTSTGEILLGQAKPDLALISSGRWNAWNFPHPIVIERLNRYQSAVENTA 764
NTDB id 1359 HI 0061 AAC21739.1 GKNSVLLTGDAEAKNEQIFARTLGKIDVLQVGHHGSKTSTSEYLLSQVRPDVAIISSGRWNPWKFPHYSVMERLHRYKSAVENTA 752
consensus ! *!!!!!!* ! !! !!!! !!!!!!!!!!!!! ! !! ! *!!*!*!!!!!!!*! !!!* !*!!!*!! !!!!!!!
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NTDB id 42245 PARA RS06800 WP 041918250.1 ISGHIRLNFTEKGIEIEKVRGDFSPWFARVIGLSPK 800
NTDB id 1359 HI 0061 AAC21739.1 VSGQVRVNFFQDRLEIQQARTKFSPWYARVIGLSKE 788
consensus *!!**!*!! *!! ! !!!!*!!!!!!!*
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