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NTDB id 1014 ACIAD RS13855 WP 004924483.1 MSIRHFFTFFWATLLTLFSMQIVFAQGFDQQYDAWKTQQKAHDTRLNSSASHHSLSKPTQQSGTGVKVNINSATAKELQQ 80
NTDB id 1382 A4U84 RS07375 WP 062924234.1 ..MKKLSRYTFSLLFG.LFSATTFAE...........EKVTTSTE..HTPVVMQQ.VAATQKVNANVVNINTATASEIQD 63
NTDB id 1362 HI 1008 AAC22669.1 ..MKTL..FTSVVLCGALVVSSSFAE...........EKATXQTA..QSVVTTQAEAQVAPAVVSDKLNINTATASEIQK 63
NTDB id 422410 G3U99 RS15900 WP 006959342.1 .............MVLAVYSPTTVSA............EKTTNSE...............YAGIEITVNVNTAEAAELAA 40
NTDB id 1159 ABDM36 RS04765 WP 001166105.1 MQIKTKIVTLFLSLCLPTLPLLANAE...........ETAPAAQV...............EEGIVITVNINTASAEELAT 54
NTDB id 1150 A1552VC RS08580 WP 001166105.1 MQIKTKIVTLFLSLCLPTLPLLANAE...........ETAPAAQV...............EEGIVITVNINTASAEELAT 54
NTDB id 1294 VP RS04495 WP 021449594.1 .......MKWILTLCLVVFAPLSLAA.............DTKADK...............YEGIEITVNINTASAEEIAT 45
NTDB id 1395 DSB67 RS04445 WP 010649155.1 .......MKWMLTLCLLILAPMSWAE............TKTKADK...............YEGIEITVNVNSATAQEIAT 46
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