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NTDB id 1198 PSJM300 03950 AFN76868.1 .MAQKAIKNSVFTWEGLDRQGAKIKGELSGVSPALVKAQLRKQGINPQKVRKKSISLFSA.GKKIKPMDIALFTRQMATM 78
NTDB id 422399 G3U99 RS06585 WP 031343345.1 ....MKVKLRLYKWQGMNTSGARVRGKMLAMCEAQVIDQLNEHNVQVRLIHHRSPSSYQRMKHRIKASDITRFTRQWSTM 76
NTDB id 1169 A1552VC RS11075 WP 000648511.1 MKATQTLPLKNYRWKGINSNGKKVSGQMLAISEIEVRDKLKDQHIQIKKLKKGSVSLLARLTHRVKSKDITILTRQLATM 80
NTDB id 1402 DSB67 RS12670 WP 010643257.1 .MKTIAPQLKNYRWKGINSSGKKTSGNVLAMTEIEVRERLDAQHIKIKKLKKGSISFITKISHRVKGKDITIFTRQIATM 79
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NTDB id 1198 PSJM300 03950 AFN76868.1 MKAGVPLLQSFDIIGEGFDNPNMRKLVDDLKQEVAAGNSFASSLRKKPQYFDDLYCNLVDSGEQSGSLETLLDRVATYKE 158
NTDB id 422399 G3U99 RS06585 WP 031343345.1 LMSGLNITTSLKLIAKNTHCAEMKSALWLIQQQLQSGQSVSQSLKQSSRYFDCLYLDIVRVGEQTGRLSESLERIASYRE 156
NTDB id 1169 A1552VC RS11075 WP 000648511.1 LTTGVPIVQALKLVGDNHRKAEMKSILAQITKSVEAGTPLSKAMRTASAHFDTLYVDLVETGEMSGNLPEVFERLATYRE 160
NTDB id 1402 DSB67 RS12670 WP 010643257.1 LMTGVPIVQALKLVSENHKKAEMKSILMSVTRAVEAGTPMSKAMRTASTHFDPLYTDLIATGEQSGNLSQVFERLATYRE 159
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NTDB id 1198 PSJM300 03950 AFN76868.1 KTEALKAKIKKAMNYPIAVVLVAVIVTAILLIKVVPQFQDVFANFGAELPAFTLMVIGLSEALQAWWYVVLAGFVGAAYA 238
NTDB id 422399 G3U99 RS06585 WP 031343345.1 KSEQLKAKVLRAAIYPSIVVMTALIVAFLMLTQVIPEFESMFGGYGAQLPWFTQQVLALSQTTQHHSIHLTIGILLAALS 236
NTDB id 1169 A1552VC RS11075 WP 000648511.1 KSEQLRAKVIKALIYPSMVVLVALGVSYLMLTMVIPEFESMFKGFGAELPWFTQQVLKLSHWVQAYSLWAFIAIAAAIFG 240
NTDB id 1402 DSB67 RS12670 WP 010643257.1 KSEQLRAKVIKALIYPAMVVLVALGVSYLMLTRVIPEFEKMFTGFGADLPAFTQMVLNLSAWTQNWGPFIGLSFVSLLIS 239
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NTDB id 1198 PSJM300 03950 AFN76868.1 FKQAHTRSEKFRNWFDRLMLKVPVVGDILYKSSVARFARTLSTTFAAGVPLVDALDSVAGATGNVVFRSATNKIKSDVSS 318
NTDB id 422399 G3U99 RS06585 WP 031343345.1 ITLGYRCSSRFRFWLDEIKTHLPIVGNVLVKASLARFSHTLAISLNSGLPIISSLNIAARTTDNRHYQRIIEQVTQQVST 316
NTDB id 1169 A1552VC RS11075 WP 000648511.1 LKALRKNSFQIRLKTSRLGLKFPIIGNVLAKASIAKFSRTLATSFAAGIPILASLKTTAKTSGNVHFETAINEVYRDTAA 320
NTDB id 1402 DSB67 RS12670 WP 010643257.1 GKIMSQRSDSFRLLAARSSLRVPILGPVLSKAAIAKFSRTLATSFSAGIPILTALKTTSKTSGNMHYQLAIEEVYRDTAA 319
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NTDB id 1198 PSJM300 03950 AFN76868.1 GMQLNFSMRTTGTFPSMAVQMTAIGEESGALDEMLSKVATFYEDEVDNMVDGLTALMEPMIMAVLGVLVGGLIIAMYLPI 398
NTDB id 422399 G3U99 RS06585 WP 031343345.1 GVTLNAAMRRSGNIPELLLQMIMIGEESGQLDKMLNQIANQYEAEVESVIENLGKAIEPMLILLLGGLVGSLVIAMYLPI 396
NTDB id 1169 A1552VC RS11075 WP 000648511.1 GMPMYIAMRNTEAFPEMVLQMVMIGEESGQLDDMLNKVATIYEFEVDNTVDNLGKILEPLIIVFLGTVVGGLVVAMYLPI 400
NTDB id 1402 DSB67 RS12670 WP 010643257.1 GMPMYIAMRHCHVFPELVLQMVMIGEESGRLDDMLNKIAAIYEFEVDNTVDNLSKILEPLIIVFLGVVVGGLVTAMYLPI 399
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logo FQNMLGMNS IVMVLG
NTDB id 1198 PSJM300 03950 AFN76868.1 FQMGSVV. 405
NTDB id 422399 G3U99 RS06585 WP 031343345.1 FNLMNIMG 404
NTDB id 1169 A1552VC RS11075 WP 000648511.1 FNLMSVLG 408
NTDB id 1402 DSB67 RS12670 WP 010643257.1 FNLMSVLG 407
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