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VWAQNKNKLVYLRAGEKDGEVLAS IKQLKTGKLGCEKPFTTNELNKRFVLSDQ
NTDB id 42238 PARA RS03345 WP 014064547.1 MKTLIIPNDHISKVCDLLNQLIGDVTSKNLFTGYGLFHKEKDMFAVWANNKVYLRAKDELSIKLKGLGCKPFTTNELNKRFVLSD 85
NTDB id 1375 HI 0601 AAC22258.1 ...MNIKDEHIDSVCSLLDQLVGNVSFKNLFTGYGLFHKEETMFAIWQNKKLYLRGEGVLAIQLTKLGCEPFTTNELNKRFVLSQ 82
consensus **** !* *!! !! !! !!*! !* !!!!!!!!!!!!! !!!*! ! !*!!!* ! ! ! !!! !!!!!!!!!!!!!!
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NTDB id 42238 PARA RS03345 WP 014064547.1 YYALTESILKDNVLMRTLIILSITQIRKEKLDSALSKIGRIRDLPNLSVKYERALKKVGIDNVDILRQIGAENAIVRLKKADIGA 170
NTDB id 1375 HI 0601 AAC22258.1 YYALSDQILRSNRLCRKLIILSIKQILEQKLECTLRKLNRLKDLPNLTIKHERALIKVGITNVAMLREIGAENALVELKKSGSGA 167
consensus !!!!** !!* ! !*! !!!!!! !! !!** ! !* !**!!!!!**!*!!!! !!!! !! *!! !!!!!!*! !!! !!
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NTDB id 42238 PARA RS03345 WP 014064547.1 TEAFYWRLRGALENRNCEFYTEKEKERGLNKLNEILSANGFRRCKRTLKKV 221
NTDB id 1375 HI 0601 AAC22258.1 TLDFYWKLVCALQNKNSQMLSQAEKERLLKKLNEVWRKNGLKGYRKLDDE. 217
consensus ! !!!*! *!! !*!* * !!!! ! !!!!* !! * *** *
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