
logo MNDMFEKI ETAAFYGNLLLADNVCQQRLETRQLAHTHFLYDAL I EQNVASCYLGKAAEVGSAEDDLF IQKQERNNEKQKLRAQLNLTSKQEEWQRKRVSYFQFAI LF IKGAATKQDS
NTDB id 422305 G3T13 RS10925 WP 061774675.1 MNMEKIETAFGLLLANVQQLETRLATHFYDALIEQNVSYLGKAVSEDL.QQRNEQLRALNLTKQEWQKVYQFALIKGAKD 79
NTDB id 401 FSA28 RS09370 WP 002291646.1 MDFEKIEAAYNLLLDNCQRLETQLHTHLYDALIEQNACYLGAEGADDFIKENNKKLRQLNLSKEEWRRSFQFIFIKATQS 80
NTDB id 392 SMU RS09000 WP 002263442.1 MDFEKIEAAYNLLLDNCQRLETQLHTHLYDALIEQNACYLGAEGADDFIKENNKKLRQLNLSKEEWRRSFQFIFIKATQS 80
consensus !**!!!!*!**!!!*!*!*!!!*!*!!*!!!!!!!!**!!!*****!*****!**!!*!!!*!*!!****!!**!!****

logo

M
Q
H
QLQASNHQLFTPDAS IGYF I INLFYML ILETGLSTTNEKTSNQLSDI LI ELIGASGTGNLAETLI LVTNSNMSDSKASLITDYI

M
TGFI EVDDLML IDLSAS IADVMLQDTS

NTDB id 422305 G3T13 RS10925 WP 061774675.1 MHLQANHQLTPDAIGYIINFMIETLSTETNLSILELGAGTGNLAETLLTSMSDKALTYTGFEVDDLMIDLSASIADVMQT 159
NTDB id 401 FSA28 RS09370 WP 002291646.1 QQLQSNHQFTPDSIGFIILYLLEGLTNKSQLDIIEIGSGTGNLAETIVNN.SSKSIDYIGIEVDDLLIDLSASIADVLDS 159
NTDB id 392 SMU RS09000 WP 002263442.1 QQLQSNHQFTPDSIGFIILYLLEGLTNKSQLDIIEIGSGTGNLAETIVNN.SSKSIDYMGIEVDDLLIDLSASIADVLDS 159
consensus **!!*!!!*!!!*!!*!!****!*!*****!*!*!*!*!!!!!!!!**** !*!***!*!*!!!!!*!!!!!!!!!!***

logo SAVQHFLVQI
EDAVRPQVI ILEKPEVSDI

L
V

L
I
L
I SDLPVGYFYPDNDAKIAQRSYVQVGASAQKSLEGHTYAHHLLMAEQGSFLKYLKAKDEGYLAI F ILAPSVDLLSTSPE

NTDB id 422305 G3T13 RS10925 WP 061774675.1 SAQFLQIDAVRPQVIEPVDLLLSDLPVGYYPDDAIAQRSVVGSQSEHTYAHHLLMAQGFKYLKADGYAIFIAPSDLLSSP 239
NTDB id 401 FSA28 RS09370 WP 002291646.1 SVHFVQEDAVRPQILKESDVIISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKEGLAIFLAPVDLLTSE 239
NTDB id 392 SMU RS09000 WP 002263442.1 SVHFVQEDAVRPQILKESDIIISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKEGLAIFLAPVDLLTSE 239
consensus !**!*!*!!!!!!*****!***!!!!!!*!!*!*!!!!**!*****!!!!!!!!!*!**!!!!**!*!!!*!!*!!!*!*

logo QSDPLLKKWLQDNYNAVSTVIALAVITSLPEDAIVFTKEQNKSHNTIKAS I FVLQKKQSAQQGSKLAEPSFVFYPL ITSDLTQNDPE I
V
V
LRSRFMTKQNFRKQKNWMKI

EDNVF
NTDB id 422305 G3T13 RS10925 WP 061774675.1 QSDLLKKWLQDYASVAAVITLPEDIVTEN.HTKAIFVLQK.SAQGKAPFVFPLISLTNPEIVRSFMTQFRQNMI.... 311
NTDB id 401 FSA28 RS09370 WP 002291646.1 QSPLLKKWLQNNVTILAVISLPEAIFKQKSNIKSIFVLKKQSQQSLESFVYPLTDLQDPEVLRRFMKNFKKWKEDNVF 317
NTDB id 392 SMU RS09000 WP 002263442.1 QSPLLKKWLQNNVTILAVISLPEAIFKQKSNIKSIFVLKKQSQQSLESFVYPLTDLQDPEVLRRFMKNFKKWKEDNVF 317
consensus !!*!!!!!!!******!!!*!!!*!*******!*!!!!*!*!*!****!!*!!**!**!!**!*!!**!*********
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