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NTDB id 290 KZH43 RS10025 WP 001109677.1 KALMDGKWKQAAQLIAKEE.........E.....VP.VYKDLVTESDILTTLSRLSGIPVQKLTQTDAKKYLNLEAELHK 512
NTDB id 289 SPD RS10700 WP 001109677.1 KALMDGKWKQAAQLIAKEE.........E.....VP.VYKDLVTESDILTTLSRLSGIPVQKLTQTDAKKYLNLEAELHK 512
NTDB id 287 SP RS11210 WP 001109712.1 KALMDGKWKQAAQLIAKEE.........E.....VP.VYKDLVTESDILTTLSRLSGIPVQKLTQTDAKKYLNLEAELHK 512
NTDB id 377 SMU RS09275 WP 002262344.1 HALITNDYQLAKRLLKKEK.........K.....PLLKKRAEVKEEDILATLSKLSGIPVKKLTQADSKKYLNLERELHK 515
NTDB id 329 STU RS10020 WP 011225298.1 EALISGDIGAAVKQYKANQ.........K.....AKFPKPALVDADQIMQTLSRLSGIPVEKMTQTDSKRYLNLESELHK 518
NTDB id 297 STER RS00545 WP 011680614.1 EALISGDIGAAVKQYKANQ.........K.....AKFPKPALVDADQIMQTLSRLSGIPVEKMTQTDSKRYLNLESELHK 518
NTDB id 422296 G3T13 RS08840 WP 061775525.1 AAIKAEDFTKAADIKKSIEETKQKIKET......D.QKEKITATIDDVAQSVERLTGIPVSDMGANDIERLKNLDKRLKS 419
NTDB id 601 KW2 RS02615 WP 021036805.1 EATKAEDFEKAAHFRDQISKLRELQKQE......VTDEDMPVITEKDIEQIVEQKTQIPVGDLKEKEQTQLINLADDLKA 444
NTDB id 378 SMU RS02690 WP 002263569.1 QATRDEDYEKAAYFRDQIAKYKEMQSAK......LDKENTPVITEKNIEVIVEQKTNIPVGELKEKEQSQLIHLADDLKT 451
NTDB id 281 KZH43 RS03550 WP 000882517.1 QATREEDFEKAAYFRDQIAKYKEMQKKK......ITDQDTPIISEKTIEHIIEQKTNIPVGDLKEKEQSQLIHLAEDLKS 450
NTDB id 245 SPD RS03860 WP 000882517.1 QATREEDFEKAAYFRDQIAKYKEMQKKK......ITDQDTPIISEKTIEHIIEQKTNIPVGDLKEKEQSQLIHLAEDLKS 450
NTDB id 243 SPR RS03635 WP 000882517.1 QATREEDFEKAAYFRDQIAKYKEMQKKK......ITDQDTPIISEKTIEHIIEQKTNIPVGDLKEKEQSQLIHLAEDLKS 450
NTDB id 241 SP RS04015 WP 000882523.1 QATREEDFEKAAYFRDQIAKYKEMQKKK......ITDQDTPSISEKTIEHIIEQKTNIPVGDLKEKEQSQLIHLAEDLKS 450
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NTDB id 85 BSU 00860 NP 387967.1 RVIGQDEAVVAVAKAVRRARAGLKDPKRPIGSFIFLGPTGVGKTELARALAESIFGDEESMIRIDMSEYMEKHSTSRLVG 588
NTDB id 610 V4T04 RS10165 WP 012897346.1 RVVGQEEAISAVSRAIRRARSGVADSRRPMGSFMFLGPTGVGKTELAKALADSVFGSEDNMIRVDMSEFMEKHSTSRLIG 597
NTDB id 290 KZH43 RS10025 WP 001109677.1 RVIGQDQAVSSISRAIRRNQSGIRSHKRPIGSFMFLGPTGVGKTELAKALAEVLFDDESALIRFDMSEYMEKFAASRLNG 592
NTDB id 289 SPD RS10700 WP 001109677.1 RVIGQDQAVSSISRAIRRNQSGIRSHKRPIGSFMFLGPTGVGKTELAKALAEVLFDDESALIRFDMSEYMEKFAASRLNG 592
NTDB id 287 SP RS11210 WP 001109712.1 RVIGQDQAVSSISRAIRRNQSGIRSHKRPIGSFMFLGPTGVGKTELAKALAEVLFDDESALIRFDMSEYMEKFAASRLNG 592
NTDB id 377 SMU RS09275 WP 002262344.1 RVIGQDDAVSSISRAIRRNQSGIRVGKRPIGSFMFLGPTGVGKTELAKALAEVLFDDESALIRFDMSEYMEKFAASRLNG 595
NTDB id 329 STU RS10020 WP 011225298.1 RVIGQDEAVSAISRAIRRNQSGIRTGKRPIGSFMFLGPTGVGKTELAKALAEVLFDDESALLRFDMSEYMEKFAASRLNG 598
NTDB id 297 STER RS00545 WP 011680614.1 RVIGQDEAVSAISRAIRRNQSGIRTGKRPIGSFMFLGPTGVGKTELAKALAEVLFDDESALLRFDMSEYMEKFAASRLNG 598
NTDB id 422296 G3T13 RS08840 WP 061775525.1 MVIGQDEAVEMVAKAIRRNRAGFSEGDQPIGSFLFVGPTGVGKTELAKQLALDMFGNENAIIRLDMSEYADRIAVSKLIG 499
NTDB id 601 KW2 RS02615 WP 021036805.1 HVIGQDEAVDKISKAIRRSRVGLGKPNRPIGSFLFVGPTGVGKTELAKQLAKELFGSSESMIRFDMSEYMEKHSVAKLIG 524
NTDB id 378 SMU RS02690 WP 002263569.1 RVIGQDAAVDKIAKAIRRNRVGLGTPNRPIGSFLFVGPTGVGKTELSKQLAIELFGSEDSMIRFDMSEYMEKHAVAKLVG 531
NTDB id 281 KZH43 RS03550 WP 000882517.1 HVIGQDDAVDKIAKAIRRNRVGLGTPNRPIGSFLFVGPTGVGKTELSKQLAIELFGSADSMIRFDMSEYMEKHSVAKLVG 530
NTDB id 245 SPD RS03860 WP 000882517.1 HVIGQDDAVDKIAKAIRRNRVGLGTPNRPIGSFLFVGPTGVGKTELSKQLAIELFGSADSMIRFDMSEYMEKHSVAKLVG 530
NTDB id 243 SPR RS03635 WP 000882517.1 HVIGQDDAVDKIAKAIRRNRVGLGTPNRPIGSFLFVGPTGVGKTELSKQLAIELFGSADSMIRFDMSEYMEKHSVAKLVG 530
NTDB id 241 SP RS04015 WP 000882523.1 HVIGQDDAVDKIAKAIRRNRVGLGTPNRPIGSFLFVGPTGVGKTELSKQLAIELFGSADSMIRFDMSEYMEKHSVAKLVG 530
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NTDB id 85 BSU 00860 NP 387967.1 SPPGYVGYDE.GGQLTEKVRRKPYSVVLLDEIEKAHPDVFNILLQVLEDGRLTDSKGRTVDFRNTILIMTSNVGASELKR 667
NTDB id 610 V4T04 RS10165 WP 012897346.1 APPGYVGYDE.GGQLTERVRNKPYSVVLLDEVEKAHPDVFNIMLQILDDGFVTDTKGRKVDFRNTIIIMTSNLGATALRD 676
NTDB id 290 KZH43 RS10025 WP 001109677.1 APPGYVGYEE.GGELTEKVRNKPYSVLLFDEVEKAHPDIFNVLLQVLDDGVLTDSKGRKVDFSNTIIIMTSNLGATALRD 671
NTDB id 289 SPD RS10700 WP 001109677.1 APPGYVGYEE.GGELTEKVRNKPYSVLLFDEVEKAHPDIFNVLLQVLDDGVLTDSKGRKVDFSNTIIIMTSNLGATALRD 671
NTDB id 287 SP RS11210 WP 001109712.1 APPGYVGYEE.GGELTEKVRNKPYSVLLFDEVEKAHPDIFNVLLQVLDDGVLTDSKGRKVDFSNTIIIMTSNLGATALRD 671
NTDB id 377 SMU RS09275 WP 002262344.1 APPGYVGYEE.GGELTEKVRNKPYSVLLFDEVEKAHPDIFNILLQVLDDGVLTDSRGRKVDFSNTIIIMTSNLGATALRD 674
NTDB id 329 STU RS10020 WP 011225298.1 APPGYVGYDE.GGELTEKVRNKPYSVLLFDEIEKAHPDIFNVLLQVLDDGVLTDSRGRKVDFSNTIIIMTSNLGATALRD 677
NTDB id 297 STER RS00545 WP 011680614.1 APPGYVGYDE.GGELTEKVRNKPYSVLLFDEIEKAHPDIFNILLQVLDDGVLTDSRGRKVDFSNTIIIMTSNLGATALRD 677
NTDB id 422296 G3T13 RS08840 WP 061775525.1 TSAGYVGYEDNANTLTERVRRNPYSIVLLDEIEKADPQVLTLLLQVMDDGRLTDGQGNVINFKNTIIIATSNAGFGN..E 577
NTDB id 601 KW2 RS02615 WP 021036805.1 APPGYVGYEE.AGQLTERVRRNPYSLILLDEIEKAHPDVMHMFLQILEDGRLTDAQGRTVSFKDSLIIMTSNAGTGK..V 601
NTDB id 378 SMU RS02690 WP 002263569.1 APPGYVGYEE.AGQLTEKVRRNPYSLILLDEVEKAHPDVMHMFLQVLDDGRLTDGQGRTVSFKDTIIIMTSNAGTGK..S 608
NTDB id 281 KZH43 RS03550 WP 000882517.1 APPGYVGYDE.AGQLTEKVRHNPYSLILLDEVEKAHPDVMHMFLQVLDDGRLTDGQGRTVSFKDAIIIMTSNAGTGK..T 607
NTDB id 245 SPD RS03860 WP 000882517.1 APPGYVGYDE.AGQLTEKVRHNPYSLILLDEVEKAHPDVMHMFLQVLDDGRLTDGQGRTVSFKDAIIIMTSNAGTGK..T 607
NTDB id 243 SPR RS03635 WP 000882517.1 APPGYVGYDE.AGQLTEKVRHNPYSLILLDEVEKAHPDVMHMFLQVLDDGRLTDGQGRTVSFKDAIIIMTSNAGTGK..T 607
NTDB id 241 SP RS04015 WP 000882523.1 APPGYVGYDE.AGQLTEKVRHNPYSLILLDEVEKAHPDVMHMFLQVLDDGRLTDGQGRTVSFKDAIIIMTSNAGTGK..T 607
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NTDB id 85 BSU 00860 NP 387967.1 NKYVGFNVQDETQNHKDMKDKVMGELKRAFRPEFINRIDEIIVFHSLEKKHLTEIVSLMSDQLTKRLKEQDLSIELTDAA 747
NTDB id 610 V4T04 RS10165 WP 012897346.1 DKTVGFGAKNITADYSAMKSRILEELKRHYRPEFLNRIDENIVFHSLESQEIEQIVKIMSKSLIKRLAEQDIHVKLTPSA 756
NTDB id 290 KZH43 RS10025 WP 001109677.1 DKTVGFGAKDIRFDQENMEKRMFEELKKAYRPEFINRIDEKVVFHSLSSDHMQEVVKIMVKPLVASLAEKGIDLKLQASA 751
NTDB id 289 SPD RS10700 WP 001109677.1 DKTVGFGAKDIRFDQENMEKRMFEELKKAYRPEFINRIDEKVVFHSLSSDHMQEVVKIMVKPLVASLAEKGIDLKLQASA 751
NTDB id 287 SP RS11210 WP 001109712.1 DKTVGFGAKDIRFDQENMEKRMFEELKKAYRPEFINRIDEKVVFHSLSSDHMQEVVKIMVKPLVASLTEKGIDLKLQASA 751
NTDB id 377 SMU RS09275 WP 002262344.1 DKTVGFGAKSFSQDYKAMESRILEELKKVYRPEFINRIDEKVVFHNLGQEDIRHIVKIMVAPLIAHLADQGITLKFQPSA 754
NTDB id 329 STU RS10020 WP 011225298.1 DKTVGFGAQTISHNHQAMQARIMEELKKSYRPEFINRIDEKVVFHSLEEEQLHDIVKIMVKPLISALADKGISLKFQPAA 757
NTDB id 297 STER RS00545 WP 011680614.1 DKTVGFGAQTISHNHQAMQARIMEELKKSYRPEFINRIDEKVVFHSLEEEQLHDIVKIMVKPLISALADKGISLKFQPAA 757
NTDB id 422296 G3T13 RS08840 WP 061775525.1 ALS.....GDKQRD.....QSLMDKLAPFFRPEFLNRFNGIVEFSHLTKQDLSQIVDLMLADVQKTLAKKSIKLEVTKAA 647
NTDB id 601 KW2 RS02615 WP 021036805.1 EASVGFGAAREGRT.....KSVLGQLGDFFSPEFMNRFDGIIEFSALSKENLLKIVDLMLDEVNEQIGRNDIHLSVTQAA 676
NTDB id 378 SMU RS02690 WP 002263569.1 EANVGFGASREGRT.....NSVLGELGNFFSPEFMNRFDGIIEFQALSKDNLLQIVSLMLDDVNQRLAVNAIHLDVTDKV 683
NTDB id 281 KZH43 RS03550 WP 000882517.1 EASVGFGAAREGRT.....NSVLGELGNFFSPEFMNRFDGIIEFKALSKDNLLQIVELMLADVNKRLSSNNIRLDVTDKV 682
NTDB id 245 SPD RS03860 WP 000882517.1 EASVGFGAAREGRT.....NSVLGELGNFFSPEFMNRFDGIIEFKALSKDNLLQIVELMLADVNKRLSSNNIRLDVTDKV 682
NTDB id 243 SPR RS03635 WP 000882517.1 EASVGFGAAREGRT.....NSVLGELGNFFSPEFMNRFDGIIEFKALSKDNLLQIVELMLADVNKRLSSNNIRLDVTDKV 682
NTDB id 241 SP RS04015 WP 000882523.1 EASVGFGAAREGRT.....NSVLGELGNFFSPEFMNRFDGIIEFKALSKDNLLQIVELMLADVNKRLSSNNIRLDVTDKV 682
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NTDB id 85 BSU 00860 NP 387967.1 KAKVAEEGVDLEYGARPLRRAIQKHVEDRLSEELLRGNIHKGQHIVLDVEDGEFVVKTTAKTN.......... 810
NTDB id 610 V4T04 RS10165 WP 012897346.1 VKLIAEVGFDPEYGARPLRKALQKEVEDLLSEQLLSGEIKAGNHVSIGASNKKIKIAQIV............. 816
NTDB id 290 KZH43 RS10025 WP 001109677.1 LKLLANQGYDPEMGARPLRRTLQTEVEDKLAELLLKGDLVAGSILKIGVKAGQLKFDIA.............. 810
NTDB id 289 SPD RS10700 WP 001109677.1 LKLLANQGYDPEMGARPLRRTLQTEVEDKLAELLLKGDLVAGSILKIGVKAGQLKFDIA.............. 810
NTDB id 287 SP RS11210 WP 001109712.1 LKLLANQGYDPEMGARPLRRTLQTEVEDKLAELLLKGDLVAGSTLKIGVKAGQLKFDIA.............. 810
NTDB id 377 SMU RS09275 WP 002262344.1 LKHLALAGYDAEMGARPLRRTLQTEVEDKLAELILSGKLASGQTLKIGIQKEKLKFDIV.............. 813
NTDB id 329 STU RS10020 WP 011225298.1 LKHLAKDGYDIEMGARPLRRTIQTQVEDKLSELLLGGQVVSGQTLKIGCSKDKLTFTVV.............. 816
NTDB id 297 STER RS00545 WP 011680614.1 LKHLAKDGYDIEMGARPLRRTIQTQVEDKLSELLLGGQVVSGQTLKIGCSKDKLTFTVV.............. 816
NTDB id 422296 G3T13 RS08840 WP 061775525.1 KDWLMEQGYDEAMGARPLRRVIEQQIRDKVTDFYLDHLDVKNLK.ADLVDAEIVISAA............... 704
NTDB id 601 KW2 RS02615 WP 021036805.1 KEKLVDLGYNPAMGARPLRRTIQENIEDSIADFYIEHPEYKQLV.ADLIDDKIVISNQTQETAETTDEEVPAE 748
NTDB id 378 SMU RS02690 WP 002263569.1 KEKLVDLGYDPKMGARPLRRTIQEHIEDAITDFYLEHPEQKELK.AIMTSNGKIVIKASNK.VETVTKATSD. 753
NTDB id 281 KZH43 RS03550 WP 000882517.1 KEKLVDLGYDPKMGARPLRRTIQDYIEDTITDYYLENPSEKDLK.AVMTSKGNIQIKSAKK.AEVKSSEKEK. 752
NTDB id 245 SPD RS03860 WP 000882517.1 KEKLVDLGYDPKMGARPLRRTIQDYIEDTITDYYLENPSEKDLK.AVMTSKGNIQIKSAKK.AEVKSSEKEK. 752
NTDB id 243 SPR RS03635 WP 000882517.1 KEKLVDLGYDPKMGARPLRRTIQDYIEDTITDYYLENPSEKDLK.AVMTSKGNIQIKSAKK.AEVKSSEKEK. 752
NTDB id 241 SP RS04015 WP 000882523.1 KEKLVDLGYDPKMGARPLRRTIQDYIEDTITDYYLENPSEKDLK.AVMTSKGNIQIKSAKK.AEVKSSEKEK. 752
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