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VELYFPEQNSRHSLPFHQSPEHKFAAS IQSQQKKCGHI FLLRYFLFGSFIGLVCGFAIVFLCQYI FALFQKDESLI F
NTDB id 42227 PARA RS00550 WP 014064063.1 MITLAFFLLGGLAGILAWLYIDRFIPNLQQEIYQNYIELYPENRHLFHSEKAAIQSQKCGHIFLYFLGFGLCFAVLCYFLQDELF 85
NTDB id 1357 HI 0296 AAC21960.1 MIYFTMFLLGGILGIALWFYLSGFITRLQQNIYAIYVELFPQNRSPFQPHFASIQQKKCGHILRYFFSIGVGFIFLQIAFKDSIF 85
NTDB id 1368 NTHI RS01940 WP 011271970.1 MIYFTMFLLGGILGIALWFYLSGFITHLQQEIYATYVELFPQNSSPFQPHFASIQQKKCGHILRYFFSIGVGFIFLQIAFKDSIF 85
consensus !!****!!!!!**!!**!*!***!!* !!!*!!* !*!!*!*!***!****!*!!**!!!!!**!!***!**!**!*****!**!
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NTDB id 42227 PARA RS00550 WP 014064063.1 TLWLTITLSLLFVISWLDWHYQLISPTPCLLLFFLGLFGSQQEFSVLTLSQSLESAVSFFGVFYIIYHLSKWFYKKEALGRGDYW 170
NTDB id 1357 HI 0296 AAC21960.1 TVWIGLTLIILWTISYLDWHYQLISTTPCLWLLTLGLFGADNNFSLLTLSESIKSAASFFIVFYVIYWLAKFYYGKEAFGRGDYW 170
NTDB id 1368 NTHI RS01940 WP 011271970.1 TVWIGLTLIILWTISYLDWHYQLISTTPCLWLLTLGLFGADNNFSLLTLSESIKSAASFFIVFYAIYWIAKCYYRKEAFGRGDYW 170
consensus !*!***!!**!**!!*!!!!!!!!!*!!!!*!**!!!!!****!!*!!!!*!**!!*!!!*!!!*!!***!**!*!!!*!!!!!!

logo LALMGAI
LGASYFLITHI

L
A
E
H
TLPLHFLFL ILACSLVLGI ICGFYSWL I SHKRKRKQKPEVF ILPFAPFLMCNLSLAVI ITI SYAFL IVNKLYYGY

NTDB id 42227 PARA RS00550 WP 014064063.1 LALGIGAYLTIAHLPLFLFIACLLGIIGYWIS..RQPVLPFAPFLCLSLIITSAINL... 225
NTDB id 1357 HI 0296 AAC21960.1 LAMALGSFIHLETLPHFLLLASVLGICFSLIHRKKKEFLPFAPFMNLSAVIIYFVKYYGY 230
NTDB id 1368 NTHI RS01940 WP 011271970.1 LAMALGSFIHLETLPHFLLLASVLGICFSLIHKKKKEFIPFAPFMNLSAIIIYLVKYYGY 230
consensus !!***!*******!!*!!**!**!!!****!********!!!!!**!!**!** ******
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