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NTDB id 422266 G3T13 RS00870 WP 061774954.1 MKKYEIILHDLEYKIKNKTYQENDLLPSENELVKIYYASRATIRQALKILEEKGLIQKQKGRGSVVIASSKLNFPISGLT 80
NTDB id 440 SMU RS09330 WP 002273717.1 MKKYEIIFKKLEEDILKGHYQMGDYLPPEMELSQTYASSRDTVRKALQLLTKAGFIKTVQGRGSQIIKRERINFPVSQLT 80
consensus !!!!!!! * !! ! *!! ! !!*! !! ! !! !*! !! *! ! ! !!!! *! **!!!*! !!
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NTDB id 422266 G3T13 RS00870 WP 061774954.1 SYKELQNSLGFESVTEVIKFDKITVDSELAAKTLFEIGIPVWRIIRVRKIDGEAVVLDHDFVKYDICPNMTKTDVAYSLY 160
NTDB id 440 SMU RS09330 WP 002273717.1 SYQELVKQLQMNVKTNVIAIDKLIVDEKLTKLTGFENKGLVWRITRQRVIDGVASILDTDYLDKALIPHMTREIAEHSIY 160
consensus !! !! ! ! !! !!* !! ! ! !! *!!!! ! ! !!! ! *!!*!** **!*!!* *!*!
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VVSVKSHKVFYLNSDNAQQSQVFQFYTDESRHKQLVDEKFRFTVDEFARRHQKRDR

NTDB id 422266 G3T13 RS00870 WP 061774954.1 DYLEKKLKIEISFAQKEITIDFVNDEDRQLLDLNLLDRHIVSVKSHVFLNDASVFQYTDSRHQVDKFRFTEFARRQKR 238
NTDB id 440 SMU RS09330 WP 002273717.1 DYLENQLKLDIAYAQKIITIDQVSQKDKILLDLDS.ENHVVSVKSKVYLSNQQQFQFTESRHKLEKFRFVDFARRHRD 237
consensus !!!! !!**! *!!! !!!! ! !* !!!! ** !*!!!!!*!*! !!*!*!!! **!!!! *!!!!**
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