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NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
NTDB id 422182 G0029 RS00900 WP 078193176.1 ..MRGVNKVILVGTLGRDPETKTFPNGGSLTQFSIATSDSWTDKNTGERKEQTEWHRIVLHNRLGEIAQQYLRKGSKVYI 78
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
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NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAPYDEGYGQSQ.....EAYQRPAQQS........... 136
NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAPYEEGYGQSQ.....EAYQRPAQQS........... 136
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQG.GMPAQGG...MNVPAQQGSWGQPQQPA........... 145
NTDB id 422182 G0029 RS00900 WP 078193176.1 EGSLRTRQWTDQGGQERYTTEIRG....EQMQMLDNNRQQG.EQGQGGDFGQPRFNNQQGGYNNNQNQGGYGNSSNQGGY 153
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQG....DVLQMLDSRSSGG.D......FGGN....QGSGWNQAPAQT....NYNQGGY 139
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NTDB id 1131 NGFG RS05740 WP 003695064.1 ..RQPAPD.APSHPQEAPAAPRRQPVP.AAAPVEDIDDDIPF 174
NTDB id 1103 NMB RS07590 WP 002212976.1 ..RQPASD.APSHPQEAPAAPRRQPVP.AAAPVEDIDDDIPF 174
NTDB id 1166 A1552VC RS00795 WP 000168289.1 .......K...QHQPMQQSAPQQYSQPQYNEPPMDFDDDIPF 177
NTDB id 422182 G0029 RS00900 WP 078193176.1 GNNQPAQGNSYGNNNPGGFAPKQQPAPTPAPAAADLDDDLPF 195
NTDB id 1390 A4U84 RS00055 WP 021115958.1 SDNYA.QNNNFNGGNATRPQPAQKPAAQAEPPMDNFDDDIPF 180
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