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NTDB id 422176 G0028 RS17140 WP 227554747.1 .....VSSQT.....LNLNSKYTITLVDSMTGNPLLTDSSSSGQGWSIKAISQDPANYSLLLTSAGVHCKNITQKNMDYD 132
NTDB id 1006 ACIAD RS15005 WP 004923843.1 LAKFDSTKQIVQLPLDTSNTKYTLAVVDTTTNNPLLTSANAIGQGWAIKAMSADNNNYSLLLTNTGFSCKNKTWANISSS 160
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