logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

600 KW2 RS01765 WP 011675413.1

269 KZH43 RS08665 WP 001085462.1
228 SPD RS09265 WP 001085462.1

194 SPR RS08825 WP 001085462.1

159 SP RS09750 WP 001085462.1

527 SMSK321 RS11065 WP 001085454 .1
499 SM12261 RS08315 WP 078228268.1
453 Spy49 1753c ACI62003.1

408 SMU RS09530 WP 002262392.1

115 BSU 16940 NP 389576.2

625 LCA RS02525 WP 011374196.1
1313 DR RS12030 WP 010888966.1
1245 Cj1673c YP 002345041.1

1211 C694 RS00795 WP 000963128.1
1214 NCTC11637 00359 SQJ03206.1
1334 RAOC RS04870 WP 004918236.1
1389 A4U84 RS07560 WP 021112712.1
1130 NGFG RS03960 WP 003688695.1
1124 NGFG RS03960 WP 003688695.1
1123 0K783 RS03845 WP 003688695.1
1427 RS RS02760 WP 011000510.1
1165 A1552VC RS01565 WP 000344154.1
1142 GTF74 RS11550 WP 000344154.1
1205 PSJM300 05545 AFN77183.1
422169 G0028 RS07985 WP 130073825.1
1022 ACIAD RS06390 WP 004925639.1
1074 ABD1 RS10195 WP 000344167.1

consensus

CAKK._. UKLKK&EEliKﬁfqggg

=

Al

>

|

%9.£K§E KNéinLDﬁﬁgﬁéﬁéYE¥v
MRLG
IMRLG
IMRLG
IMRLG
IMRLG
IMRLG
IMRLG
MRLG
MRLG

NRNI DD HDHDDIDI >

IEKNFGKG IM
IEKNFGKGEIM
TEKNFGKGEIM
IEKNFGKGEIM
IEKNFGKG IM
IEKNFGKG IMRLG
IEKNFGKG IMRLG
IEKWNFGKGH MR G

S
S
S
S
S
S
S
S
S
P|
S
S
©
S
S
P
S
S
S
S
S
S
S
S
S
S
S

T
S

*

LA

GSL
GSL
GSL
GSL
GSL
GSL
GSL
GSL
GSL
GSL LD
GSL LD
GSLELD
GS

GSL
GSL
GSL
GSL

NPEINEIEN

A

Y
L

(]




logo

(1Y ool oA e e S B AL

EIYGPESSGKTT 154
EIYGPESSGKTT ANEAQKIRGGIAAF IDAEHALDPEY ABWAL GVN SQPD 1563
EIYGPESSGKTT AQFNQKINGGIWNAF IDAEHALDPEYY ALWAL G VN SQPD 153
EIYGPESSGKTT ANFAQKIRGGIAAF IDAEHALDPEY ABWAL GVN SQPD 1563
EIYGPESSGKTT ANENQKINGGIWNAF IDAEHALDPEYY ALWALG VN SQPD 153
EIYGPESSGKTT ANEAQKIRGGIAAF IDAEHALDPEY ABWAL GVN SQPD 153
EIYGPESSGKTT ANAQKIRGGINAAF IDAEHALDPEY ABWAL GVN SQPD 1563
EIYGPESSGKTT ANFAQKINGGIWAAF IDAEHALDPEVY ARWAL GVN QPD 153
EIYGPESSGKTT ANEAQKINGGIAAF IDAEHALDPEY ABWAL GVN SQPD 1563
E YGPESSGKTT AIYQNINGGAFNAF IDAEHALDPYYAMYLGVN ELL SQPD 138
EIYGPESSGKTT AJAYQKNGGJWNA IDAEJJA DPISYAWWALGVN D LL SQPD 140
BEIYGPES[EGKTT ANFAQKIAGGINGAF TIDAEHALDPYY ARRALGVNIIDELL SQPDRIGEQALE Il 152
EIYGPESSGKTT AIGOKINGGUM¢AF IDAEHALDYRYY AL G VNEYD Ll SQPDIJGEQALEIYY 139
EIYGPESSGKTT AIEOKINGGLACAF IDAEHALDYR:Y AIGHL GV ' gy I SQPD GEQALEI)S 141

I

NTDB id 600 KW2 RS01765 WP 011675413.1
NTDB id 269 KZH43 RS08665 WP 001085462.1
NTDB id 228 SPD RS09265 WP 001085462.1
NTDB id 194 SPR RS08825 WP 001085462.1
NTDB id 159 SP RS09750 WP 001085462.1

NTDB id 527 SMSK321 RS11065 WP 001085454.1
NTDB id 499 SM12261 RS08315 WP 078228268.1
NTDB id 453 Spy49 1753c ACI62003.1

NTDB id 408 SMU RS09530 WP 002262392.1
NTDB id 115 BSU 16940 NP 389576.2

NTDB id 625 LCA RS02525 WP 011374196.1
NTDB id 1313 DR RS12030 WP 010888966.1
NTDB id 1245 Cj1673c YP 002345041.1

NTDB id 1211 C694 RS00795 WP 000963128.1
NTDB id 1214 NCTC11637 00359 SQJ03206.1
NTDB id 1334 RAOC RS04870 WP 004918236.1
NTDB id 1389 A4U84 RS07560 WP 021112712.1
NTDB id 1130 NGFG RS03960 WP 003688695.1

EIYGPESSGKTT AIGOKINGGAAAF IDAEHALDYRIY AISHLGV i) L SQPD GEQALEI)H 141
EIYGPESSGKTT AJFNQKWGGIWNAF IDAEHARGDIUSIY AINSLG N EL  SQPDYGEQALEIfA 148
EIYGPESSGKTT AWAQK[SFYNEAF IDAEHALDPWY Y AIMYLGVNJDELL SQPDRGEQALEIf® 156
EI GPESSGKTT VGAEF DAEHAJIDPNY AL G V]S SQPD GEQALEI( 140

I
I
I
I
I
I
I
I
I
I
I
I
I
I
I
I
I
I
I
I

NTDB id 1124 NGFG RS03960 WP 003688695.1 EI GPESSGKTT VGAEF DAEHAJIDPNY AISL G V]S SQPD GEQALEI( 140
NTDB id 1123 0K783 RS03845 WP 003688695.1 EI GPESSGKTT \UAF DAEHARIDPYYY ARSSL G V)Y SQPD GEQALEI 140
NTDB id 1427 RS RS02760 WP 011000510.1 EIYGPESSGKTT INSAFIDAEHALD)ENY ADISL G V]S SQPD GEQALEIR 148

NTDB id 1165 A1552VC RS01565 WP 000344154.1
NTDB id 1142 GTF74 RS11550 WP 000344154.1
NTDB id 1205 PSJM300 05545 AFN77183.1

NTDB id 422169 G0028 RS07985 WP 130073825.1
NTDB id 1022 ACIAD RS06390 WP 004925639.1
NTDB id 1074 ABD1 RS10195 WP 000344167.1
consensus

EI GPESSGKTT SQPD GEQALEI/ 139
EI GPESSGKTT SQPD GEQALEI/ 139
EIYGPESSGKTT SQPD GEQALEI N 139
EIYGPESSGKTT e AFIDAEHALDPRY ARYLGY SQPDEIGEQALEIJN 139
EIYGPESSGKTT (e AFIDAEHALDPNYAIRYLGV SQPDRIGEQALEIJY 139
EIYGPESSGKTT L X8 AFIDAEHALDPRY AIRYLGV SQPDNGEQALEI/N 139

ATk DETERDE b T okl 1 ko Lk DUERlo e DT Thaokkak Lokx b DUkl D lx LRl % ork x| x

A H HHHH H



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

600 KW2 RS01765 WP 011675413.1

269 KZH43 RS08665 WP 001085462.1
228 SPD RS09265 WP 001085462.1

194 SPR RS08825 WP 001085462.1

159 SP RS09750 WP 001085462.1

527 SMSK321 RS11065 WP 001085454 .1
499 SM12261 RS08315 WP 078228268.1
453 Spy49 1753c ACI62003.1

408 SMU RS09530 WP 002262392.1

115 BSU 16940 NP 389576.2

625 LCA RS02525 WP 011374196.1
1313 DR RS12030 WP 010888966.1
1245 Cj1673c YP 002345041.1

1211 C694 RS00795 WP 000963128.1
1214 NCTC11637 00359 SQJ03206.1
1334 RAOC RS04870 WP 004918236.1
1389 A4U84 RS07560 WP 021112712.1
1130 NGFG RS03960 WP 003688695.1
1124 NGFG RS03960 WP 003688695.1
1123 0K783 RS03845 WP 003688695.1
1427 RS RS02760 WP 011000510.1
1165 A1552VC RS01565 WP 000344154.1
1142 GTF74 RS11550 WP 000344154.1
1205 PSJM300 05545 AFN77183.1
422169 G0028 RS07985 WP 130073825.1
1022 ACIAD RS06390 WP 004925639.1
1074 ABD1 RS10195 WP 000344167.1

consensus

JIM

50, 58 LU Sl

G WMGDSHVGLQAR
GDHGDSHVGLQAR
GDIGDSHVGLQAR
GDHGDSHVGLQAR
GDIGDSHVGLQAR
GDHGDSHVGLQAR
GDHGDSHVGLQAR
GDIGDSHVGLQAR
GDHGDSHVGLQAR
GDMGDSHVGLQAR
G MGD HVGLQAR
GDMGDSIBJGLQAR
GDMGDNHVGLQAR
GDMGDMHVGLQAR
GDMGD[NHVGLQAR
GDMGDS  GLJIAR
GDMGDSH GLQAR
GDMGDSHVGLQAR
GDMGDSHVGLQAR
GDMGDSHVGLQAR

MGD [BJGLQAR

MGDSH GLQAR [@
MGDSH GLQAR [#

MGD HVGLQAR
MGDSH GLQAR
MGDSH GLQAR
MGDSH GLQAR

F TR Lkor e Lkl |

[P SIS IS IS

k% x xk kx

ol

NN

ey

Tk |

LT

233
232
232
232
232
232
232
232
232
217
219
231
219
221
221
227
235
219
219
219
227
218
218
218
218
218
218



DR st TRV Hedeal g5 mpva e A

NTDB id 600 KW2 RS01765 WP 011675413.1 MGSTKIEEGS . GDNKTQ KVVKNKVAPPF IM GEGISEEMNGEL I 312
NTDB id 269 KZH43 RS08665 WP 001085462.1 IIGNTQIKGTG.DQK KVVKNKVAPPF IMYGEGIS K 311
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NTDB id 499 SM12261 RS08315 WP 078228268.1 IIGSTQIKGTG. KVVKNKVAPPF IMYGEGIS K 311
NTDB id 453 Spy49 1753c ACI62003.1 BMIGTTQIKGTG. IMYGEGIS K 311
NTDB id 408 SMU RS09530 WP 002262392.1 IIGNTQIKGTG. KVVKNKVAPPF IYGEGIS K 311
NTDB id 115 BSU 16940 NP 389576.2 PRAEQLKQGN. . ... KVVKNKVAPPF IMYGEGIS D 292
NTDB id 625 LCA RS02525 WP 011374196.1 IRIAETIKNGT. .. .. KVVKNKVAPPF IMYG GIS D 294
NTDB id 1313 DR RS12030 WP 010888966.1 R ....PTKVGNDA KPVKNKVARPF G 307
NTDB id 1245 Cj1673c YP 002345041.1 R ....L.KQNEEP KVVKNKVAPPF M GEG S DY 294
NTDB id 1211 C694 RS00795 WP 000963128.1 R ....L.KQNEQH INKVVKNKVAPPF IM GEGIS DY 296
NTDB id 1214 NCTC11637 00359 SQJ03206.1 R ....L.KQNEQH INKVVKNKVAPPF IM GEGIS DY 296
NTDB id 1334 RAOC RS04870 WP 004918236.1 MRISLSDTGKIKDKSGEV KVVKNKVAPPF IMYGEG S D 307
NTDB id 1389 A4U84 RS07560 WP 021112712.1 RCGV....V.KDGBEI KVVKNKVAPPF IMYGEGIS I 310
NTDB id 1130 NGFG RS03960 WP 003688695.1 IMRTGS....I.KKGEEV KV KNKVAPPF D 294
NTDB id 1124 NGFG RS03960 WP 003688695.1 RITGS....I.KKGEEV KV KNKVAPPF D 294
NTDB id 1123 0K783 RS03845 WP 003688695.1 IRTGS. .. .I.KKG KV KNKVAPPF D 294
NTDB id 1427 RS RS02760 WP 011000510.1 IRITGS....I.KKG KVVKNKVAPPF D 302
NTDB id 1165 A1552VC RS01565 WP 000344154.1 R .. I.KEG KVVKNK ANPF D 293
NTDB id 1142 GTF74 RS11550 WP 000344154.1 R .. 1.KEG KVVKNK AJPF D 293
NTDB id 1205 PSJM300 05545 AFN77183.1 R .. V.KEG| KVVKNKVAPPF D 293
NTDB id 422169 G0028 RS07985 WP 130073825.1 R . .V.KEG KVVKNK APPF D 293
NTDB id 1022 ACIAD RS06390 WP 004925639.1 R .. V.KEG KVVKNK APPF D 293
NTDB id 1074 ABD1 RS10195 WP 000344167.1 R .V.KEG KVVKNK APPF D 293
consensus kD Dok | x ¥ kokokok | PRl ook koo Dok Dokskok kk * kokk b Dokl



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

600 KW2 RS01765 WP 011675413.1

269 KZH43 RS08665 WP 001085462.1
228 SPD RS09265 WP 001085462.1

194 SPR RS08825 WP 001085462.1

159 SP RS09750 WP 001085462.1

527 SMSK321 RS11065 WP 001085454 .1
499 SM12261 RS08315 WP 078228268.1
453 Spy49 1753c ACI62003.1

408 SMU RS09530 WP 002262392.1

115 BSU 16940 NP 389576.2

625 LCA RS02525 WP 011374196.1
1313 DR RS12030 WP 010888966.1
1245 Cj1673c YP 002345041.1

1211 C694 RS00795 WP 000963128.1
1214 NCTC11637 00359 SQJ03206.1
1334 RAOC RS04870 WP 004918236.1
1389 A4U84 RS07560 WP 021112712.1
1130 NGFG RS03960 WP 003688695.1
1124 NGFG RS03960 WP 003688695.1
1123 0K783 RS03845 WP 003688695.1
1427 RS RS02760 WP 011000510.1
1165 A1552VC RS01565 WP 000344154.1
1142 GTF74 RS11550 WP 000344154.1
1205 PSJM300 05545 AFN77183.1
422169 G0028 RS07985 WP 130073825.1
1022 ACIAD RS06390 WP 004925639.1
1074 ABD1 RS10195 WP 000344167.1

consensus

QVB%KE S iBueFy B ﬁg@aEE$EEBEV5FLA§KEEA VNEﬁv LPLeDE

LDDSEVAETEEETTA. . . . SKTKAKAKKEEKAVETEEIELELED .
IDGEEVSEQDTENKK. ...BE. .. .PKKEEA..VNEEVPLDLGDE
IDGEEVSEQDTENKK. ...BE. .. .PKKEEA. .VNEEVPLDLGDE
IDGEEVSEQDTENKK. ...BE. .. .PKKEEA..VNEEVPLDLGDE
IDGEEVSEQDTENKK. ...BE. .. .PKKEEA. .VNEEVPLDLGDE
IDGEEAAE. .. .SKK....BE....VAQVDS..VNEEVTLDLGDE
IDGEEIAE....SKK....BE....AAQVDS..VNEEVTLDLGDE
LEESEEESAMAVASE. ... ....... E....... TDDLALDLDNG
IEEDNTEEKQSSKEK. . ......... ETDEK..ADKNLVLELDDT
DNNGVVQQQAEETQE. ... BL.EFE.E..........oouon...
SDVPEEDLPTTEDE. . . .. QI.NILPDDST..... EE........

MAAIRAGNAGEAPALAPAPAAPEAABA. . ... . i
..... ISGSEDDEGEE. ... ..... ... ... ... ... ...,
..... IMPLPDEPLEEME. ... ...... ... ... ... .. ...
..... IMPLPDEPLEEME. .. .. ... ... ... ... ...,
..... SVLKATASDSNBESDVEEFSE......EEL.......
..... ITEGTQDETDGER......PE. ... .. E.........
..... ITEGTQDETDGER......PE. ... .. E...... ...
..... ITEGTQDETDGER......PE. ... .. E.........
..... GAVTL.AEEVEED. ... ... ... ...
..... MQLTIAETSSAABDVEFGAVPE..... .EF........
..... MQLIAETSSAABDVEFGAVPE......EF........
..... NTKATPVAEDLADADI ... ... ..

..... AAPVS. .EDDEIEPEFLDA. .. ... ... .........
..... DQTAA.HDETEEBEPDLLES. ... .. ... .........
..... NGAVQ.I.EDEEBEPDLLLES.................
* % *

387
381
381
381
381
377
377
373
378
348
355
363
343
347
347
343
372
348
348
348
352
354
354
347
348
349
349



logo

LEIELEE
NTDB id 600 KW2 RS01765 WP 011675413.1 ....... 387
NTDB id 269 KZH43 RS08665 WP 001085462.1 LEIEIEE 388
NTDB id 228 SPD RS09265 WP 001085462.1 LEIEIEE 388
NTDB id 194 SPR RS08825 WP 001085462.1 LEIEIEE 388
NTDB id 159 SP RS09750 WP 001085462.1 LEIEIEE 388

NTDB id 527 SMSK321 RS11065 WP 001085454.1 LEIEIEE 384
NTDB id 499 SM12261 RS08315 WP 078228268.1 LEIEIEE 384

NTDB id 453 Spy49 1753c ACI62003.1 IEIED. . 378
NTDB id 408 SMU RS09530 WP 002262392.1 IELED. . 383
NTDB id 115 BSU 16940 NP 389576.2 ....... 348
NTDB id 625 LCA RS02525 WP 011374196.1 ....... 355
NTDB id 1313 DR RS12030 WP 0108889%66.1 ....... 363
NTDB id 1245 Cj1673c YP 002345041.1 ....... 343
NTDB id 1211 C694 RS00795 WP 000963128.1  ....... 347
NTDB id 1214 NCTC11637 00359 SQJ03206.1 ....... 347
NTDB id 1334 RAOC RS04870 WP 004918236.1  ....... 343
NTDB id 1389 A4U84 RS07560 WP 021112712.1  ....... 372
NTDB id 1130 NGFG RS03960 WP 003688695.1  ....... 348
NTDB id 1124 NGFG RS03960 WP 003688695.1  ....... 348
NTDB id 1123 O0K783 RS03845 WP 003688695.1  ....... 348
NTDB id 1427 RS RS02760 WP 011000510.1 ....... 352
NTDB id 1165 A1552VC RS01565 WP 000344154.1 ....... 354
NTDB id 1142 GTF74 RS11550 WP 000344154.1  ....... 354
NTDB id 1205 PSJM300 05545 AFN77183.1 ....... 347
NTDB id 422169 G0028 RS07985 WP 130073825.1 ....... 348
NTDB id 1022 ACIAD RS06390 WP 004925639.1  ....... 349
NTDB id 1074 ABD1 RS10195 WP 000344167.1  ....... 349
consensus

X non conserved
B similar
> 507 conserved



