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NTDB id 422164 G0028 RS05810 WP 180044864.1 MWYVYSLCLGWIIGISCMGNVIPNHLNI......ILFFNFIFIVFVAISSILKWKLVRSNIIKIILHLSLGLSMFIGAWF 74
NTDB id 1015 ACIAD RS12005 WP 004928865.1 ..MFKIILLGWIAGIAMMGRTLECIEPFTCITGILTFLIWAIYFYK......KRKHQIGSGLRALVILISASFLFGIGAQ 72
NTDB id 1083 H0N27 RS04190 WP 168726476.1 ..MFKIILLGWIGGIALMGIDFPLIMQYEKVGEALLLLAFIFYLYK......RPMFVDRPFLKAVFCLLCTTSLFMVGYH 72
NTDB id 1070 ABD1 RS13145 WP 000472713.1 ..MFKIILLGWIGGIALMGIDFPLIMQYEKVGEALLLLAFIFYLYK......RPMFVDRPFLKAVFCLLCTTSLFMVGYH 72
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NTDB id 422164 G0028 RS05810 WP 180044864.1 YADHALQQRLQLRVQQILNVSALVYVDKISQVSIDTDQV.......RTKYTVWLLNHAAQPIKISVDLKQGQSPLALGHY 147
NTDB id 1015 ACIAD RS12005 WP 004928865.1 YADSALEERLYYKIMHSDTHEVIIYVHQMGESSDKGIKQVAEVLNIHPDVVNWVFYIDQ....SLLGA.EKSSSLELGQY 147
NTDB id 1083 H0N27 RS04190 WP 168726476.1 YAEKALIERLEQRETDTRNLDIIVYINRLSEEKDNKVQQTAQVLNLSKEPVNWLLYLKS....NNQNLLKNNQNLELGHY 148
NTDB id 1070 ABD1 RS13145 WP 000472713.1 YAEKALIERLEQRETDTRNLDIIVYINRLSEEKDNKVQQTAQVLNLSKEPVNWLLYLKS....NNQNLLKNNQNLELGHY 148
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NTDB id 422164 G0028 RS05810 WP 180044864.1 YQISGKLKPAHSYAVAGVFDKERWFLQENMMGSLNAQFIQPIDTLQVSALGYAKFVQQHDSWWSKFKLGIEMQRLAFRKR 227
NTDB id 1015 ACIAD RS12005 WP 004928865.1 YRITAKTKPIHSYALEGAFDVEKWFVQQNWQATAQVYRIQTLSKQEVMSAGFYLHVKQQQTWRAQFLQSVEKLRLKFRNY 227
NTDB id 1083 H0N27 RS04190 WP 168726476.1 YRISGKTRPAHSYATPGSFDQEKWFIQRNIMSGFNVRYIEPLSLDEIYRLGYQQHLKEQQSFSSSFRLNIEKLRLTFRQI 228
NTDB id 1070 ABD1 RS13145 WP 000472713.1 YRISGKTRPAHSYATPGAFDQEKWFIQRNIMSGFNVRYIEPLSLDEIYRLGYQQHLKEQQSFSNSFRLNIEKLRLTFRQI 228
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NTDB id 422164 G0028 RS05810 WP 180044864.1 IENSSLQQKGLLLALLTGDESLLSSDTQHLFQRLGISHLLAISGPHVLIFAILFCSIFQRAIQKFRPEFYLKCPKPYLLM 307
NTDB id 1015 ACIAD RS12005 WP 004928865.1 FIDSSLSHHALLLALLTGDRSLLNPELEQQFQRFGISHLLAISGPHVLIFAAMVSWIFTRLIHRFKPEIYLSIPRQKLVL 307
NTDB id 1083 H0N27 RS04190 WP 168726476.1 LNSSSLQQKGLILALLTGDESLLSDETQLQFKQLGISHLLAISGPHVFIFAIMLSWACHQFISRYYPKIYLWKPKQILMA 308
NTDB id 1070 ABD1 RS13145 WP 000472713.1 LNSSSLQQKGLILALLTGDESLLSDETQLQFKQLGISHLLAISGPHVLIFAIMLSWAYHQFISRYYPQIYLWKPKQVLIA 308
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NTDB id 422164 G0028 RS05810 WP 180044864.1 TPFLACVALYSAFVGFEIPALRTLLTVTLCSVLIWLRQSLSALKILLLSASILLWVDPFSILSAAFWLSYGACFILIRVY 387
NTDB id 1015 ACIAD RS12005 WP 004928865.1 LPFLMCVILYCAFVGFEIPALRTLFTVMLGSILLLIRHHLSAFSLLVLSASLLLWMDPFSILSAAFWLSYGACFILIRIY 387
NTDB id 1083 H0N27 RS04190 WP 168726476.1 VPCCLGVLIYTAFVGFEIPALRTLLSTLIFIGFLLLKQPIKPFTLLVYSASLLLLMDPFSVLSAGFWLSYGACFILIRIY 388
NTDB id 1070 ABD1 RS13145 WP 000472713.1 VPCCLGVLIYTAFVGFEIPALRTFLSVLIFIGFLLLKQPIKPFTLLVYSASLLLLMDPFSVLSAGFWLSYGACFILLRIY 388
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NTDB id 422164 G0028 RS05810 WP 180044864.1 QTLQQQPSQYQTLFQK.TIFYLKVLVESQWKVFIALFPLMIFIFQKVAWVAPLSNLFAIPLIGAVVVPLEVIGACLSLLF 466
NTDB id 1015 ACIAD RS12005 WP 004928865.1 QDMTQAQQFHQTRFTRGM.QILKALVRSQWKIFVALMPLTLIIFKQISWIAPLSNLIAIPILGGIIVPLDIMAGCLWLFI 466
NTDB id 1083 H0N27 RS04190 WP 168726476.1 QTIAQLPEQHFLSLSSKMIFMSKVLIESQGKIFIALSPLTLLFFQRISWVAPLTNIIAVPIVGSVIVPLNIIAACAWFVV 468
NTDB id 1070 ABD1 RS13145 WP 000472713.1 QTIAQLPEQHFLSLSSKMIFMSKVLIESQGKIFIALSPLTLLFFQQISWVAPLTNIIAVPIVGSVIVPLNIMAACAWFVI 468
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NTDB id 422164 G0028 RS05810 WP 180044864.1 TPLGSKFFAVADWVLSILLHILNVLDQIFSQNLQWFAFTPWMTLCLALAIFILFLPRGVMSKAWVGICCIPLIFPQQKQS 546
NTDB id 1015 ACIAD RS12005 WP 004928865.1 PSLGNLLFYLNNSLLELFIGILKGLDHLFNPQLQYYAFTPLLLICLTLAIVILFLPKGVVPKFWSVLCFVPLLIPSKMIR 546
NTDB id 1083 H0N27 RS04190 WP 168726476.1 KPFGNMLFHFNDMLLSILLSCLGLLEKL.SLPLQGISLTPLSLLAISCAIIILFLPKGILPKTWGILCCLPLVMMNKTSQ 547
NTDB id 1070 ABD1 RS13145 WP 000472713.1 KPFGNMLFHFNDMLLSILLSCLGLLEKL.SLTLQGISLTPLSLLAISCAIIILFLPKGILPKTWGILCCLPLVIMNKTSQ 547
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NTDB id 422164 G0028 RS05810 WP 180044864.1 DFTLTVLDVAQGQAIFLNLPTHKMMIDTGGSFDETKFSIGRQVVIPYLKQQGVHQLDQVILSHLDQDHSGAFPAIAEEIK 626
NTDB id 1015 ACIAD RS12005 WP 004928865.1 PTQISILDVGQGQSIFIQDQTQRILLDTGGYYDESKFSIGKQVVVPFLKSQGVHQLDRVILTHLDQDHSGGLPAVLQLIP 626
NTDB id 1083 H0N27 RS04190 WP 168726476.1 QIQLNILDVGQGQAIFLQHPQQNWLIDTGGSYDEKIFSIGQNVVVPFLRQQGVRQLDHVVLSHLDQDHSGAFPIIQQEIP 627
NTDB id 1070 ABD1 RS13145 WP 000472713.1 QIQLNILDVGQGQAIFLQHPEQNWLIDTGGSYDEKIFSIGQNVVVPFLRQQGVRQLDHVVLSHLDQDHSGAFPLIQQEIP 627
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NTDB id 422164 G0028 RS05810 WP 180044864.1 VKQIWSNENDGRFAKENFQYCHAGQVWQYAQVKIQVLAPPKNSLSNVASQQNERSCIVYIQVQNAQNNQNFLIMGDAGWE 706
NTDB id 1015 ACIAD RS12005 WP 004928865.1 TRMIQANEE.IKDLSIPFSLCHSGQTWETSELKIQILSPKLENLQSTVFNRNEASCVMYLQLKQASDLKYFLMMGDAGWE 705
NTDB id 1083 H0N27 RS04190 WP 168726476.1 VKQLISNEQLPNDLKQPFQYCHQGQQWHYSELDIQILWPKEKDLAFVASNQNQYSCVVYLQFKKVGGYQNFLIMGDAGWE 707
NTDB id 1070 ABD1 RS13145 WP 000472713.1 VKQLISNEQLPNDLKQPFQYCHQGQQWHYPELDIQILWPKEKDLAFVTSNQNQYSCVVYLQFKKVGGYQNFLIMGDAGWE 707
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NTDB id 422164 G0028 RS05810 WP 180044864.1 AEFDLLQHYPNLKVDVLVLGHHGSQHSSAYAFLDKLKPKVAVISAGFDNRYGHPHSIVLARLKALNIPMVSTIEQGSIQF 786
NTDB id 1015 ACIAD RS12005 WP 004928865.1 TEYQLLQQYPDLKVDVLILGHHGSQHSSSYDFLKRYHPKIAIASAGFENGYGHPSAEVSNRLQDLNIPLLSTTDKGAIHF 785
NTDB id 1083 H0N27 RS04190 WP 168726476.1 AEYELLKDYPNLKIDVLVLGHHGSKHSSAYDFLATLKPKLAIASAGFDNRYGHPSQQVIARLKALHIPLKSTLEQGTLSF 787
NTDB id 1070 ABD1 RS13145 WP 000472713.1 AEYELLKDYPNLKIDVLVLGHHGSKHSSAYDFLATLKPKLAIASAGFDNRYGHPSQQVIARLKALHIPLKSTVEQGTLSF 787
consensus *!**!! *!!*!!*!!!*!!!!!! !!!*!*!!****!!*!**!!!!*!*!!!!***!**!!**!*!!**!!***!***!

logo

K
Q
V
F
LDEASNGQHNKNEILMQVMTLESHFNDRYRQSLDSKYRKMLWLQVSRGF

NTDB id 422164 G0028 RS05810 WP 180044864.1 QLDAQKNMQMSNYRSSKMWLVR.. 808
NTDB id 1015 ACIAD RS12005 WP 004928865.1 KFDSGN.EQTEFYRQSYKWLQR.. 806
NTDB id 1083 H0N27 RS04190 WP 168726476.1 VLENHK.LVLHDRRLDRLWLSRGF 810
NTDB id 1070 ABD1 RS13145 WP 000472713.1 VLENHK.IVLHDRRLDRLWLSRGF 810
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