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NTDB id 422157 G0028 RS02920 WP 180046437.1 MFKKMKISSKAFLPWWEDNIFLSAVVVAIALHLVFISLQFAEPKEHDLHHSKDIAVTLRPSADEVKDADFLAQEDQQGSG 80
NTDB id 1078 ABD1 RS15030 WP 000914774.1 MLKKRSLSIEPFYYWWQDRVFIAAIILAILLHIFVLLIHFAMPAPSE.QSTKEIAISIRPTEDVIKHADFLAQADQQGSG 79
consensus ! !! *! *! *!! ! *!* !***!! !!* * **!! ! *******!*!!***!!* ! *!*!!!!!! !!!!!!

logo

A
VFREAKHRMSSDNMSPAPQMPTKSDALSTVGEAQEQLEATLEKVQQKQRELKFEEKVLMTVLSWQKQAEEQNSEQRKKALMDEEQLQSQFQAKAAMVA

NTDB id 422157 G0028 RS02920 WP 180046437.1 VFREKHRMSSDMPAQ.TKDLSVGEQELEALEKVQQKRELKFEEKVLMTVLSWQKQAEQNERKKAMDELQSQFQAKAAMVA 159
NTDB id 1078 ABD1 RS15030 WP 000914774.1 AFREAHRMSSNSPAPMPSDASTGEAQLETLEKVQQQRELKFEEKVLMTVLSWQKQAEESQRKKALEQLQSQFQAKAAMVA 159
consensus !!! !!!!! !!*** ! ! !! !! !!!!!! !!!!!!!!!!!!!!!!!!!!! !!!!** !!!!!!!!!!!!!

logo SLEAQYLQKRQQDNFSKRQQKIKTVDGIQAKKDASAAYLDEKFRAEKVELYGNRYYPDEEAKQQQRLKSGEVRLMVI LNAQSGGIRAIR
NTDB id 422157 G0028 RS02920 WP 180046437.1 SLEAQYLQKQQNFSKQQKIKTVDGIQAKKDASAAYLEKFRAKVELYGNRYYPDEAKQQRLSGEVRLMVILNASGGIRAIR 239
NTDB id 1078 ABD1 RS15030 WP 000914774.1 SLEAQYLQRQQDFSRQQKIKTVDGIQAKKDASAAYLDKFREKVELYGNRYYPEEAKQQQLKGEVRLMVILNAQGGIRAIR 239
consensus !!!!!!!!*!! !!*!!!!!!!!!!!!!!!!!!!!!*!!! !!!!!!!!!!!*!!!!! ! !!!!!!!!!!! !!!!!!!

logo L ILESSGHP I
VLDEAAKANSVRKRGAPFGNRFDANMKDI SELR I IRTWRFDPAEASEFEVH

NTDB id 422157 G0028 RS02920 WP 180046437.1 LIESSGHPILDEAAKNSVRKGAPFGNFDANMKDISELRIIRTWRFDPAESEFEVH 294
NTDB id 1078 ABD1 RS15030 WP 000914774.1 LLESSGHPVLDEAAKASVRRGAPFGRFDANMKDISELRIIRTWRFDPAEAEFEVH 294
consensus !*!!!!!!*!!!!!! !!!*!!!!! !!!!!!!!!!!!!!!!!!!!!!! !!!!!
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