
logo MTATKINLLPWRDEKELREKQRKKEQF ILVATVFILCSFI LG I
V
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VLGCFIAITAITVFLGLMAGWMFYFDGNQHRKLNDDQEQANQLVI LMTTSTNQGNLDTQQLKSTLNDGLQQEQRDNA

NTDB id 1011 ACIAD RS15190 WP 004923716.1 MTKINLLPWRDKLREKRKKEFLVFSILVGLLGCAAVLMGWFYFGHKLNDQEQANQLILTTNQGLDQQLKSLDGLQQQRNA 80
NTDB id 422148 G0028 RS01435 WP 130074426.1 MAKINLLPWREELREQRKKQFVAISIGIAVLGFIIVLLAWMYFNQRLDDQEQANQLVTSTNQNLDTQLKTLDGLQEQRNA 80
NTDB id 1055 ABD1 RS15865 WP 000201227.1 MATINLLPWREELREQRKKQFITLCFGVVVLGITTVFGGWFYFDHKLDDQEQANQLIMSTNQNLDQQLKTLNGLQEQRDA 80
consensus !**!!!!!!!**!!!*!!!*!* *******!! !***!*!! **!*!!!!!!!!***!!!*!!*!!!*!*!!!*!!*!

logo IVI ERMKL IQGLQAGSQRPVVTVRL IVDELVRVVTPPSNAMYI
LTKFTSRTGDKFTI EGKAESPNTVADEFLLRGNLEASAEPWYRNAFMNSFLA

NTDB id 1011 ACIAD RS15190 WP 004923716.1 IVERMKLIQGLQAQRPVTVRLIDELVRVTPSNMYLTKFTRTGDKFTIEGKAESPNTVAELLRNLEASAWYRNAFMNSFLA 160
NTDB id 422148 G0028 RS01435 WP 130074426.1 IIERMKLIQGLQGQRPVTVRLVDELVRVVPPAMYITKFSRTGDKFTIEGKAESPNTVADFLRGLEASEWYRNAFMNSFLA 160
NTDB id 1055 ABD1 RS15865 WP 000201227.1 IIERMKLIQGLQSQRPVVVRLVDELVRVTPSAMYLTKFSRTGDKFTIEGKAESPNTVAELLRNLEASPWYRNAFMNSFLA 160
consensus !*!!!!!!!!!!*!!!!*!!!*!!!!!!*!**!!*!!!*!!!!!!!!!!!!!!!!!!!**!!*!!!! !!!!!!!!!!!!

logo

N
AEDEKNKNDKAPTPATSSLVLVPRAVEADEGHSYGSFLVVTSVDI

LGE I
L
M

A
G
Q
T
V

A
S
T

A
L
T

A
K
T

D
P
T

S
D
A
S
A
D
E

K
Q
A
P
S
Q
A
T
G
P
E
P
S
T
V
AGAGVKAPK

NTDB id 1011 ACIAD RS15190 WP 004923716.1 AEDNKDKTPSSVVPRVEAGYGSFLVSVDLGELGTSLATS.DQPQTPPTAGVKP 212
NTDB id 422148 G0028 RS01435 WP 130074426.1 AEENKNKPATSVVPRAEESYGSFVVSVDIGEIAQAAKPDAEQAQA...AGGAK 210
NTDB id 1055 ABD1 RS15865 WP 000201227.1 NEEKKDKAASSLLPRVEDHYGSFVVTVDLGEMGVTTTDDSAKPSTGESVGAAK 213
consensus *!**!*! **!**!!*!* !!!!*!*!!*!!** * * ***** **!***

X non conserved

X similar

X ≥ 50% conserved


