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VFDYLLVKVKRDRNAQEWHEQVHQLEFEGLQDGAYQQ
NTDB id 422106 G0027 RS01335 WP 104472233.1 .......................MIKAKRGFTLVELLVAIAIFAVLSALGWKVFDYLVKVKDRNQWHEQQLEGLQGAYQQ 57
NTDB id 1076 ABD1 RS08075 WP 000594585.1 MIKNKYIHIRSIASRLAARSSSARLTRASGFTLVELLVAIAIFAVLSLLGWKIFDYLLKVRDRNAEHEVHLFELQDAYQQ 80
consensus *********************** * !!!!!!!!!!!!!!!!!! !!!!*!!!!*!!*!!! !! *! !! !!!!
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NTDB id 422106 G0027 RS01335 WP 104472233.1 ILRDSIQIVPLTANINNDIQPALVLQNGRFNFSKTGVTDPLQQGIAPTERIEYQYRADEQKLYRLKYANLHQSGQDQPVS 137
NTDB id 1076 ABD1 RS08075 WP 000594585.1 ILRDTLQIIPLSANQGGQLHPALEIDNQILRFSKAGVTDPLKQGLSPFERIEYRYDADQKKLYRLKYTNLNTSNREQPLS 160
consensus !!!!**!!*!!*!! **!!! * ! !!! !!!!!! !!* ! !!!!! ! !! !!!!!!! !!* ! *!!*!

logo STVLLGSDQVDSQFYQI
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SVLNTPQELVSTKNWPDESVNS IDLPNTDKDPNQEQKLKRKLPKGIKINQLTVAQDGVNQYEWI FYSLLNNQGTDFLLSKLSDQENGKNTSTS

NTDB id 422106 G0027 RS01335 WP 104472233.1 SVLLGDVSQFQVSVLNPQELSNWPDSSIDLNDDQQKRKLPKGIKINLTVQDVQYEWIFSLLNTDFLKSDNKTTS 211
NTDB id 1076 ABD1 RS08075 WP 000594585.1 STLLSQVDQYQIMVLTPQEVTKWPEVNIDPTKPNELKKLPKGIKIQLTVAGVNYEWIYSLNQGDLSLSQEGNS. 233
consensus ! !! ! !*!* !! !!!** !!* !!* ** *!!!!!!!!*!!! !*!!!!*!! * ! ! **
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