
logo

MAE
M
N
Q
S

N
Q
R

Q
P
K
L
A
VLLMI IVEDDTEAEPSDLVIACLRALELMYLDEQR I

S
M
Y
TLAGKTPRLMDEGKLVIKRDI

T
H
N
R
I
L
S
V
A
G
R
T
Y

N
R
T
G
L
V
E
K
R
T

D
E
QAI

K
L
R

D
Q
E
S
L
F
I
L
G
T
A
E
Q
R
E
F
H
R

E
H
P
S

P
Y
FDAL ICLLTDLMNRLPDMGDTSGLMS

DLVLVKQRYAHYI
V
K
S
Q
E
Q
H
K
N
R

A
H
S
YPNQDVTP I

V

NTDB id 1157 A1552VC RS03895 WP 001888250.1 .........MVEDTASVAALYRSYLTPLDIDINIVGTGRDAIESIGRREPDLILLDLRLPDMTGMDVLYAVKEKSPDVPI 71
NTDB id 1045 H0N27 RS16330 WP 168727019.1 MAEQQPLVLLVDDEEDLCLLMQMTLARMGIKTHLAYRVEQAKQLFTQFHYDACLTDLNLPDGSGLDLVKHVSQNYPNTPI 80
NTDB id 421984 G3M63 RS19305 WP 150299557.1 ..MNNPLVLIIDDEPDILELLDMTLKRMEVRTRSATTLTQALDLLAEHSFDLCLTDMRLPDGDGMSVVRYIQQHAPDTPV 78
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ..MSRQKALIVDDEPDIRELLEITLGRMKLDTRSARNVKEARELLAREPFDLCLTDMRLPDGSGLDLVQYIQQRHPQTPV 78
consensus **********!**** *!****!********** ****! ***** *!**!*!**!!!**!********** !**!*

logo

V
A
F
V
M
L
M
ITAHYGNS IMLDI

TAVIAEQTAMLRKHAGAQFDFVL ISTKPCVENDAQLDGKVHRLDRDEQVTLLVANQTKNSTAI
L
N
R
K
R
L
A
Q
R
E
K
N
S

K
V
P
L
V
E
A
H
K
T

D
E
N
S

A
D
E
T

T
V
A
DE
N
K
N
N
P
A
L
P
Q
V

E
N
A
D
N
Y

D
K
N
Q

G
L
P
R

F
I
L
I
LGERSSLQPTP I

M
L
R
Q
K
Q
A
V
L
Y
R
I
K
N
R

A
T
QIADGKSKAILASR

NTDB id 1157 A1552VC RS03895 WP 001888250.1 VFMTAHGSIDTAVEAMRHGAQDFLIKPCEADRLRVTVNNAIRKASKLKNDVDNKNQNYQGFIGSSQTMQAVYRTIDSAAS 151
NTDB id 1045 H0N27 RS16330 WP 168727019.1 AVLTAYGNMDIAIAALKAGAFDFVSKPVNQVHLDQLLQKALNRQKVEHDTT.ENALENKLLIGRSLPIQQLRIAIKKIAR 159
NTDB id 421984 G3M63 RS19305 WP 150299557.1 AMITAYGSLDTAITALKAGAFDFLTKPVDLKRLRDLVTSALRLREPVTSAA.NNAP.ADPILGSSPPILKLRKQIAKLAR 156
NTDB id 1473 PAKAF RS24000 WP 003094694.1 AMITAYGSLDTAIQALKAGAFDFLTKPVDLGRLRELVATALRLRNPEAEEA...PV.DNRLLGESPPMRALRNQIGKLAR 154
consensus ***!!*!**!*!* !***!!*!!**!!*** *!******!**** ** *** **** * **!*!*********!***!*

logo SKQASP I
L
V
F
Y
V
I STGESGSTGKELVCVAENRARLVIHERAAQLGSKNPRAGISADEGKQRPFVIAP I

VNCAGAIPKTSDEL IMESEFLFGHRVKKGASFSTGAAITVAEQTEDRKPQGALAIFELQSAADHKSGGSTLFLD
NTDB id 1157 A1552VC RS03895 WP 001888250.1 SKASIFITGESGTGKEVCAEAIHAASKRGDKPFIAINCAAIPKDLIESELFGHVKGAFTGAATERQGAAEAADGGTLFLD 231
NTDB id 1045 H0N27 RS16330 WP 168727019.1 SQAPVFVTGESGTGKEVVANLVHRLSNRSEGPFIAINCGAIPTELMESELFGHKKGSFTGATQDKQGLILSAHGGSLFLD 239
NTDB id 421984 G3M63 RS19305 WP 150299557.1 SQAPLYISGESGSGKELVARRIHALGPRAAQPFIPVNCGAIPSELMESEFFGHRKGSFSGAVADKPGLFQAAKGGTLFLD 236
NTDB id 1473 PAKAF RS24000 WP 003094694.1 SQAPVYISGESGSGKELVARLIHEQGPRIERPFVPVNCGAIPSELMESEFFGHKKGSFTGAIEDKQGLFQAASGGTLFLD 234
consensus !*!*****!!!!*!!!**!***!** *!***!!***!!*!!!**!*!!! !!!*!!*!*!!* ***!****! !!*!!!!

logo E I
L
V
C
ADEMLDP I

M
L
D
S
A
L
MQTVKLLRFAVIQTEGKKTAFIVQRAKPVGGTSDSQKQMEEIKVADPSVDFVRFILV I

V
L
S
CASTNHQRKDPLDWAKLALEVAGQRAQEGKRFREQDLFYFYR I

L
H
Y
NVMIDPELHIRSLVPPLRAERGRDEDI

V
I
L
P

NTDB id 1157 A1552VC RS03895 WP 001888250.1 ELCEMDLDLQTKLLRFIQTGTFQKVGSSKMKSVDVRFVCATNRDPWKEVQEGRFREDLYYRLYVIPLHLPPLRARGDDVI 311
NTDB id 1045 H0N27 RS16330 WP 168727019.1 EIAELPLSMQVKLLRAVQEKKIRPVGSDQEIDVDFRVISASHQDLDLLVRQGKFRQDLFFRIHVMDLILPPLRERGEDVL 319
NTDB id 421984 G3M63 RS19305 WP 150299557.1 EVADLPIAMQVKLLRAIQEKAVRPVGTQQEEPVDVRLLCATHKDLAAEVAEGRFRQDLFYRINVIELSVPPLRERRDDIP 316
NTDB id 1473 PAKAF RS24000 WP 003094694.1 EVADLPMAMQVKLLRAIQEKAVRAVGGQQEVAVDVRILCATHKDLAAEVGAGRFRQDLYYRLNVIELRVPPLRERREDIP 314
consensus !********!*!!!!**!******!!***** !!*!***!***!****!**!*!!*!!**!**!**! *!!!!*! *!**

logo

E
Q
L
I
LANYERSHFILV I

L
G
K
Q
V

F
G
K
R

I
M
L
C
S
A
G
M
K
D
R
E
A
E
T
W

D
E
G
K
L
M
T

D
P
A
F
I
P

A
K
P
V

Q
RLSTEGAADECVAEKQVTEKMRYFLCKLRNQQYEHRW

FPGNVRQELQRENI
V
M
I
L
R
E
N
R
V
A
F
I
V
Y

V
TLNSCEGDARDEIQTIQTDI

L
P
V

D
G
H
S

H
M
D
I
L
P
R
H
L
P
P
S
A
D
G
L
P

A
I
L

R
P
A
G
N
A
N
Q
T

I
M
P
S

Q
S
A
D
E
N

PFIANRSAALPQ
NTDB id 1157 A1552VC RS03895 WP 001888250.1 EIAYSLLGFMSKEEGKDFVRLSAEVVERFRQYEWPGNVRQLQNVLRNVVVLNEGREITLDMLPPPL..NQMSAPINRALP 389
NTDB id 1045 H0N27 RS16330 WP 168727019.1 LLANHFIQKICMEWETPPKQLTEAAETYLLQQHFPGNVRELRNMIERAITLSEDATIDISHLHPAPLRANISNPFASAAQ 399
NTDB id 421984 G3M63 RS19305 WP 150299557.1 QLAEHVLVGLAKRADMPIPRLTAECKEMLCNYRFPGNVRELENILERAFTLCEDDIIDVGDIHLSGIPNTPSD....... 389
NTDB id 1473 PAKAF RS24000 WP 003094694.1 LLAERILKRLAGDTGLPAARLTGDAQEKLKNYRFPGNVRELENMLERAYTLCEDDQIQPHDLRLADAPGASQE....... 387
consensus **!**** ***** *** *!**** ********!!!!!*!*!***** *!*!** !** ***** ******** *

logo

L
S
A
I
QTTVAA

H
E
P
G
N
Q
K
Q
A
A
P
V
A
K
S
K
V
L
H
L
N
S

P
Q
E
S
I
E
D
G
I
N
S

F
L
P
E
R
D
F
YLDWEMNDTI EKRDKQI

L
A
L
I
E
L
M
N
QAI

L
N
E
A
M
E
C
T
D
H
R
G
WNI

K
R
P
T
L
R
AAAQTKKYRLDGMVLSTPFSRTS IMLYRRYKRLQKTKFWLNGEILEKDDTVEKETKEKQERV

NTDB id 1157 A1552VC RS03895 WP 001888250.1 LA.....HENKVSVHE..IFP..LWMTEKQAIEQAIEACDGNIPRAATYLDVSPSTIYRKLQTWNEKVKEKEKER 455
NTDB id 1045 H0N27 RS16330 WP 168727019.1 SIQTTVAAPQAVKKLPSEGLERYLENIEKDILLNALNMTHWNRTLAAKKLGMTFRSLRYRLKKFGLDTET.EQEV 473
NTDB id 421984 G3M63 RS19305 WP 150299557.1 .........QQPALNQIDSLEDFLDDIERQAIMQALEETRWNKTAAAKRLGLTFRSLRYRLKKLGLED....... 448
NTDB id 1473 PAKAF RS24000 WP 003094694.1 .........GAASLSEIDNLEDYLEDIERKLIMQALEETRWNRTAAAQRLGLTFRSMRYRLKKLGID........ 445
consensus ***** *** ****!***!******!******!***!!**!**********!****** * *



X non conserved

X similar

X ≥ 50% conserved


