
logo MWEL IVKSAGGWI
LMLP I ILLVCSS IVAIALVAGI IV I

VERLWTLRPSSKRVATPPHSLLGQVWKRWI
VKDEGKQLDSNSQVKLKETLRADSPLGE I

VLAAGLAN
NTDB id 421978 G3M63 RS16135 WP 150298950.1 MWELISAGGWLMLPILVSSVIAVAIVIERLWTLRSSKVAPPSLLGQVWRWVKEGQLDSVKLKTLRADSPLGEVLAAGLAN 80
NTDB id 1200 PSJM300 12655 AFN78593.1 MWELVKAGGWIMLPIILCSIAALGIIVERLWTLRPSRVTPPHLLGQVWKWIKDKQLSNQKLKELRADSPLGEILAAGLAN 80
consensus !!!!* !!!!*!!!!***!* !**!**!!!!!!!*!*! !!*!!!!!!*!*!* !! !!! !!!!!!!!!*!!!!!!!

logo SKRHRGRE IMKECS I EQEASAAGKRVI
VHDELMERYLNSATLGTIAAGIATPLLGLLGTVLVGMIDE I

VFSAFIMAGQSGMTAGNATGPLVLAGGI SKAL IMTTAA
NTDB id 421978 G3M63 RS16135 WP 150298950.1 SRHGREIMKESIQESAGKVIHEMERYLSTLGTIAAITPLLGLLGTVVGMIDVFSAIMAQGTGNTGVLAGGISKALMTTAA 160
NTDB id 1200 PSJM300 12655 AFN78593.1 SKRGREIMKECIEEAAARVVHDLERYLNALGTIAGIAPLLGLLGTVLGMIEIFSAFMGSGMANAPLLAGGISKALITTAA 160
consensus !**!!!!!!!*! ! !**!*!**!!!! !!!!!*! !!!!!!!!!*!!!**!!! !* ! *! **!!!!!!!!!*!!!!

logo GLMTVAGIPALFFHRFLLMRR I
VDELVI

V
A
GMEQEAI

TKLVEVI
VQGDNRDVDALGSAEAGAKAQDGAPLRPGSVRKGA

NTDB id 421978 G3M63 RS16135 WP 150298950.1 GLTVAIPALFFHRFLMRRIDELVIAMEQEATKLVEVIQGNRDVDASAAAQDGAPLRPGSVRKGA 224
NTDB id 1200 PSJM300 12655 AFN78593.1 GLMVGIPALFFHRFLLRRVDELVVGMEQEAIKLVEVVQGDRDVDLGEGKA.............. 210
consensus !! !*!!!!!!!!!!*!!*!!!!**!!!!! !!!!!*!! !!!! * **************

X non conserved

X similar

X ≥ 50% conserved


