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NTDB id 421930 GXM18 RS04460 WP 018594093.1 MNNDKITENQAAPEMDVSDFSGLGGTVQKAKDTKKTVKALLSYSKKYIAIIIMAVTAAIAGTVIALVSPEKLKDMTNLIT 80
NTDB id 370 SMU RS04260 WP 002263294.1 ............................MENKKKSLLSQMAPYLKGYKALFGLAVIFTIVSSTITVIGPDRLKEMTDTMT 52
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NTDB id 421930 GXM18 RS04460 WP 018594093.1 DGIMTSLDMSDIAKIGILLVVLYLLSTILNTIQGWIMATVTQRISQKMRTDISQKINRLPMWFYHKNTTGDILSRITNDV 160
NTDB id 370 SMU RS04260 WP 002263294.1 KGLAGKIDLDKIGEIALTLALLYFAGALVSYTASFIVSTLIQKFSQRLRNAIADKINKVPLKYFDSHSQGDTLSRVTNDV 132
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NTDB id 421930 GXM18 RS04460 WP 018594093.1 DSLGQNLNNSLTTLVSSATMLAGSLIMMFKTNWIMTVTAIASVILGFLVMMLIMSKSQKHFDNQQKYLGKINGHIEETYT 240
NTDB id 370 SMU RS04260 WP 002263294.1 DLMTQSFNQSLVSMVAAIILLIGSIFMMIKTNGALAATAILSVFAGFVLSTVIMAKSQPLFKKQQANLADVSGYVEEVYS 212
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NTDB id 421930 GXM18 RS04460 WP 018594093.1 GHTIVKAYNAEQQMYEPFKSINKKLNKSTYMAQFLSGLMMPVMTFVDNLGYVAVIVVGAALALKGHISFGVIVAFLVYVR 320
NTDB id 370 SMU RS04260 WP 002263294.1 GHNVVSSYNAIQQSKKQFENLNDQLFASMWKSQFFSGIMMPLMQFIGNFGYVMVCIVGATMAINGDITMGTIVAFMTYVR 292
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NTDB id 421930 GXM18 RS04460 WP 018594093.1 YFTQPLTQIAQLAQGLQMAVAAGERVFEFLDAEEMADESHKKIKPQTVTGHVEFRNVKFGYEGTDKIIIHNFSAEARPGQ 400
NTDB id 370 SMU RS04260 WP 002263294.1 IFTQPIAQIAQGITQLQSANAAMGRVFEFLDEEEIEDENHKVKQLEKVEGNVNFDNVFFGYSP.DKTIIHDFSAHAKAGQ 371
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NTDB id 421930 GXM18 RS04460 WP 018594093.1 KIAIVGPTGAGKTTLVNLLMRFNEINSGDILIDGIPIRQMTREQVHSLFCMVLQDTWLFEGTIRENIVYNKENVTVEMLK 480
NTDB id 370 SMU RS04260 WP 002263294.1 KIAIVGPTGAGKTTIVNLLMRFYEVDRGMISIDGVNIHDMTRKEVHDAFAMVLQDTWLFEGTVKENLIYNQKHITDEQVI 451
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NTDB id 421930 GXM18 RS04460 WP 018594093.1 QACKAVGLHHFIRTLPKGYDTVINDKISLSAGQRQQITIARAMIDNAPMLILDEATSSIDTRTEALIQNAMDKLMQGRTS 560
NTDB id 370 SMU RS04260 WP 002263294.1 AAAKAVGVHHFIKTLPKGYDTVLDDSVTLSVGQKQLLTIARALLKDAPLLILDEATSSVDTRTEELIQRAMDHLMEGRTS 531
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NTDB id 421930 GXM18 RS04460 WP 018594093.1 FVIAHRLSTIKNADIILVLKDGDIIESGSHTELMEKGGFYAELYNSQFEVA.. 611
NTDB id 370 SMU RS04260 WP 002263294.1 FVIAHRLSTIRNADLILVMRDGNIIEQGSHDQLMAENGFYADLYNSQFTEEVA 584
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