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NTDB id 1168 A1552VC RS11070 WP 000957200.1 .................MLTNLVAILRQAELISATQEQAVVTQVSASGTSVPEALLELSIFHAQELTEQLSHIFGLPETD 63
NTDB id 1293 VP RS12240 WP 005479695.1 .................MHSNLSTILRQKGLLTFSQEESLIEQVKASGISMPEALLSSGFFTSSELAEHLSSIFGLSQPE 63
NTDB id 1401 DSB67 RS12665 WP 010643259.1 .................MLTNLSTVLRQAGILTFSQEESLLEQVKASGISMPEALLSSGFFQSHELTEHLSSVFGLSCTS 63
NTDB id 1110 NGFG RS09235 WP 003689817.1 .................MSVGLLRILVQNQVVTVEQAEHYYN.ESQAGKEVLPMLFSDGVISPKSLAALIARVFSYSILD 62
NTDB id 1058 ABD1 RS01615 WP 001274986.1 .........MSALHTSPKFTGFFRRLVEEKHVSAATMQTALDAAKRAKQDTVAYLIEEVHLSPSLLAETISAEFAEPYFD 71
NTDB id 1018 ACIAD RS01685 WP 004920473.1 .........MSAFTTPPKFSGFIRRLVEEGYVNAQNMQQALEKAKKFKQDIVPYLIDNFSISPLTIAEIISLEFGEPLLD 71
NTDB id 421727 GYM47 RS09090 WP 153843351.1 MSQTVPESTLSHAALNGGLRGIAKRLVKHGLLTDAQATVAETTAAELEISLLQHVIDSGLVNADAAAVAAAWEYGLPVVD 80
NTDB id 1251 GCO85 RS07725 WP 011946523.1 .........MALATEEYRLQGIGQLLVLEKLLDKTKAIELHKLAAAEKISLLQYIVKNKILSAEQIALTAAQNFGVPMLD 71
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NTDB id 1168 A1552VC RS11070 WP 000957200.1 LSRYDYANLCQQ.LGLRELITRYDALPIAKQGNLLLLAVSDPTLLQAEEEFRFATGLQVELALADHRALQAAIRRLYGRS 142
NTDB id 1293 VP RS12240 WP 005479695.1 LSQYEYASLCQQ.LGLRELITRHNALPLHRTPSTLLLAVADPTNQQAEDDFRFATGLQVELVLADFRELSTAIRRLYGRS 142
NTDB id 1401 DSB67 RS12665 WP 010643259.1 LNQYEYASLCQT.LGLRDLITRHNALPLNRTSSTLILAVADPTNLQAEDDFRFATGLQVELVLADFRELTAAIRRLYGRS 142
NTDB id 1110 NGFG RS09235 WP 003689817.1 LRHYPRHRVLMG.VLTEEQMVEFHCVPVFRRGDKVFFAVSDPTQMPQIQKTVSAAGIAVELVIVEDDQLAGLLDWVGSRS 141
NTDB id 1058 ABD1 RS01615 WP 001274986.1 LDVYDTSQIPKD.LVDQKLILKHRILPLIQRGQILYVATSNPSNIEAIDAIRFNSKLLVEPVIVEHHKLEKVLGQHFAEE 150
NTDB id 1018 ACIAD RS01685 WP 004920473.1 LGVFDPALFLKD.KIDEKLIQKYRIMPLVHRGHVLYVATSNPTNIEAMDAIRFNSKLKVEPIIVEHDKLERLLSEHFVEE 150
NTDB id 421727 GYM47 RS09090 WP 153843351.1 LEAIRVSALPPASDYPVKILERLDILPLARHGHRLTVAVPYPATLTQLDELQFATGLSVDGVLAPADQLRNTLVQYLAQN 160
NTDB id 1251 GCO85 RS07725 WP 011946523.1 INCIDVGTIPVN.LVNEKLIKRHAMVPLFSRGTNLYLATDDPSKQASLKEIQFHTGLNTHAIVVETDKLSALIDNLLTAK 150
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NTDB id 1168 A1552VC RS11070 WP 000957200.1 IQGAANQGKEISQDELANLVKVSD....DELQSIEDLSQDDSPVSRFINQVLLDAVRKGASDIHFEPYENQYRIRLRCDG 218
NTDB id 1293 VP RS12240 WP 005479695.1 LSHEKSGLKEINQEELASLVDVGA....DEIDNIEDLSQDESPVSRYINQILLDAVRKGASDIHFEPYEKMYRVRLRCDG 218
NTDB id 1401 DSB67 RS12665 WP 010643259.1 LGQEKSGLKEINQDELAGLVDIGE....DEIENIEDLSQDESPVSRYINQILLDAVRKGASDIHFEPYENMYRVRLRCDG 218
NTDB id 1110 NGFG RS09235 WP 003689817.1 TS.LLQELGEGQE............EEESHTLYIDNEEAEDGPVPRFIHKTLSDALRSGASDIHFEFYEHNARIRFRVDG 208
NTDB id 1058 ABD1 RS01615 WP 001274986.1 SSFDFNDEE........FDLDVNLDGPTAQEDEEEAPQGDEAPIVKYINKLLIDAIRMGASDLHFEPYEKSYRVRYRVDG 222
NTDB id 1018 ACIAD RS01685 WP 004920473.1 THFNFDTEE........LDLDVEVDPHTTDDDDEDDKLKDEAPIVKYINKLLIDAIRMSASDLHFEPYEKSYRVRYRVDG 222
NTDB id 421727 GYM47 RS09090 WP 153843351.1 ERSMLDELENIDDAVSALNIVQHADGD.EVELDKAAQNSDDAPVVKFVNKILLDAISRGASDIHFEPYETQYRVRFRIDG 239
NTDB id 1251 GCO85 RS07725 WP 011946523.1 ESQGLSEYVEDSGDLEG..LEISADDE.DQDIDTATSVTDDAPIVKFVNKILLDAIRQGASDIHFEPYEREYRIRYRQDG 227
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NTDB id 1168 A1552VC RS11070 WP 000957200.1 ILVETQQPASHLSRRLAARIKILSKLDIAERRLPQDGRIKLRLSR.DTAIDMRVSTLPTLWGEKIVLRLLDSSAANLDID 297
NTDB id 1293 VP RS12240 WP 005479695.1 ILIETQQPPNHLSRRLSARIKILSKLDIAERRLPQDGRIKLKLNQ.DTAIDMRVSTLPTLFGEKIVLRLLDSSSASLDID 297
NTDB id 1401 DSB67 RS12665 WP 010643259.1 ILIEIQQPPSHLSRRLSARIKILSKLDIAERRLPQDGRIKLKLNQ.DTAIDMRVSTLPTLFGEKIVLRLLDSSSAALDIN 297
NTDB id 1110 NGFG RS09235 WP 003689817.1 QLREVVQPPIAVRGQLASRIKVMSRLDISEKRIPQDGRMQLTFQKGGKPVDFRVSTLPTLFGEKVVMRILNSDAASLNID 288
NTDB id 1058 ABD1 RS01615 WP 001274986.1 VLRQIANPPLQLANRLASRLKVMSQMDISEKRVPQDGRIKLKLSK.SKAIDFRVNSLPTLFGEKLVLRILDPSSAMLGID 301
NTDB id 1018 ACIAD RS01685 WP 004920473.1 VLRLIATPPLQLATRLASRLKVMSQMDISEKRVPQDGRIKLKMSK.SKTIDFRVNSLPTLFGEKIVLRILDPASAMLGID 301
NTDB id 421727 GYM47 RS09090 WP 153843351.1 MLVEIARPPFALRHRIAARLKIMSRLDISERRLPQDGALKLQLSR.TRSIDFRVNSLPTVWGEKVVLRILDPTSAQLGID 318
NTDB id 1251 GCO85 RS07725 WP 011946523.1 ILHEVATPPASLSSRITARIKVMSNLDISERRIPQDGGFKMKISK.SRAIDFRVSTCPTSAGEKVVMRVLDSGAAKLGIE 306
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NTDB id 1168 A1552VC RS11070 WP 000957200.1 KLGYNPQQKQLYLNALKRPQGMILMTGPTGSGKTVSLYTGLRILNTSQINISTAEDPVEINLSGINQVQVQPKIGFGFAE 377
NTDB id 1293 VP RS12240 WP 005479695.1 KLGYSEQQKQLYLEALRRPQGMILMTGPTGSGKTVSLYTGLNILNKPEINISTAEDPVEINLSGINQVQVQPKIGFGFAE 377
NTDB id 1401 DSB67 RS12665 WP 010643259.1 KLGYSDSQKQLYLDALRRPQGMILMTGPTGSGKTVSLYTGLSILNKPEINISTAEDPVEIYLPGINQVQVQPKIGFGFAE 377
NTDB id 1110 NGFG RS09235 WP 003689817.1 QLGFEPFQKKLLLEAIHRPYGMVLVTGPTGSGKTVSLYTCLNILNTESVNIATAEDPAEINLPGINQVNVNDKQGLTFAA 368
NTDB id 1058 ABD1 RS01615 WP 001274986.1 ALGYEEDQKALFMEALDKPQGMLLITGPTGSGKTVSLYTGLNILNTESSNISTAEDPVEINLEGINQVNVNPKVGLTFAA 381
NTDB id 1018 ACIAD RS01685 WP 004920473.1 ALGYEPEQKALFMEALNKPQGMLLITGPTGSGKTVSLYTGLNILNTEHANISTAEDPVEINLEGVNQVNVNPKVGLTFAA 381
NTDB id 421727 GYM47 RS09090 WP 153843351.1 QLGFSPEQQAAYEYALKKPQGMILVTGPTGSGKTVTLYTGINILNQVQRNICTAEDPVEIKVSGINQVNVLPKIGLNFAS 398
NTDB id 1251 GCO85 RS07725 WP 011946523.1 ALGFNPVQRTNFLKAIQRPQGMILVTGPTGSGKTVTLYTALNILNTIEVNISTAEDPVEIKVPGINQVNINPKAGLTFSG 386
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NTDB id 1168 A1552VC RS11070 WP 000957200.1 ALRSFLRQDPDVVMVGEIRDLETAEIAVKAAQTGHLVLSTLHTNSAAETVIRLANMGVEPFNLASSLSLIIAQRLARRLC 457
NTDB id 1293 VP RS12240 WP 005479695.1 ALRSFLRQDPDVVMVGEIRDLDTAEIAIKASQTGHLVLSTLHTNSAAETIIRLSNMGVESFNLASSLSLIIAQRLARKLC 457
NTDB id 1401 DSB67 RS12665 WP 010643259.1 ALRSFLRQDPDVVMVGEIRDLDTAEIAIKASQTGHLVLSTLHTNSAAETVIRLSNMGVESFNLASSLSLIIAQRLARKLC 457
NTDB id 1110 NGFG RS09235 WP 003689817.1 ALKSFLRQDPDIIMVGEIRDLETADIAIKAAQTGHMVFSTLHTNNAPATLSRMLNMGVAPFNIASSVSLIMAQRLLRRLC 448
NTDB id 1058 ABD1 RS01615 WP 001274986.1 ALKSFLRQDPDIIMVGEIRDLETAEIAIKAAQTGHMVMSTLHTNSAPETLTRLRNMGVPSFNIATSVNLVIAQRLARRLC 461
NTDB id 1018 ACIAD RS01685 WP 004920473.1 ALRSFLRQDPDIIMVGEIRDLETAEIAIKAAQTGHLVMSTLHTNNAAETLTRLRNMGVASFNIATSVNLVIAQRLARRLC 461
NTDB id 421727 GYM47 RS09090 WP 153843351.1 ALRAFLRQDPDVVMVGEIRDLETAEIAVKAAQTGHLVLSTVHTNSAAETLTRLANMGVATYNIASSVSLIIAQRLARKLC 478
NTDB id 1251 GCO85 RS07725 WP 011946523.1 ALRSFLRQDPDIIMVGEIRDLETAEIAIKAAQTGHLVLSTLHTNSAAETLNRLVNMGIPTFNIASSVTLIIAQRLARKLC 466
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NTDB id 1168 A1552VC RS11070 WP 000957200.1 KHCKIAV.RPSALLQSQFAFQPNEIL....YEANAAGCNECT.GGYSGRVGIYEVMAFNTELAEAIMQRASIHQIERLAK 531
NTDB id 1293 VP RS12240 WP 005479695.1 PYCKQPQ.EHTVQL.QHLGIQTTDNI....FRANPDGCNECT.HGYSGRTGIYEVMRFDESLSEALIKGASVHELEKLAI 530
NTDB id 1401 DSB67 RS12665 WP 010643259.1 PYCRQPQ.EPNSQL.QHIGIANTEQI....FQANPDGCNECT.HGYSGRTGIYEVMKFDESLSEALIKGASVHELEKLAI 530
NTDB id 1110 NGFG RS09235 WP 003689817.1 SSCKQEVERPSASALKEVGFTDEDLAK.DWKLYRAVGCDRCRGQGYKGRAGVYEVMPISEEMQRVIMNNGTEVGILDVAY 527
NTDB id 1058 ABD1 RS01615 WP 001274986.1 SQCKIPA.DIPKQSLLEMGFTEQDLAHPDFRVFQPVGCLECR.EGYKGRVGIYEVMKVTPEISKIIMEDGNALEIAAASE 539
NTDB id 1018 ACIAD RS01685 WP 004920473.1 SQCKRPI.QVPERSLLEMGFTPEDLAQPEFQIFEPVGCHDCR.EGYKGRVGIYEVMKITPEISKIIMEDGNALEIAATAE 539
NTDB id 421727 GYM47 RS09090 WP 153843351.1 NQCKTPA.DIPAEALRKAGFTQQDIRN..ATIYKAVGCKQCT.QGYKGRLGVYEVVPITDDMRQLIMRDGNAIEIDQQAR 554
NTDB id 1251 GCO85 RS07725 WP 011946523.1 NQCKAVRDDFTNQGLIELGFKEADLVN..LKLYKAVGCEQCT.SGYRGRVGLFEVLPMTKELGQLIMSGGNSLDILKLAQ 543
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NTDB id 1168 A1552VC RS11070 WP 000957200.1 ANGMQTLQESGLEKLREGITSFAELQRVLYF 562
NTDB id 1293 VP RS12240 WP 005479695.1 ANGMSTLQMSGIEKLKQGITSFSELQRVLYF 561
NTDB id 1401 DSB67 RS12665 WP 010643259.1 ANGMQTLQMSGIEKLKQGITSFRELQRVLYF 561
NTDB id 1110 NGFG RS09235 WP 003689817.1 KEGMVDLRRAGILKIMQGITSLEEVTANTND 558
NTDB id 1058 ABD1 RS01615 WP 001274986.1 KLGFNNLRRSGLKKVMQGVTSLQEVNRVTSE 570
NTDB id 1018 ACIAD RS01685 WP 004920473.1 TLGFNNLRRSGLKKVMQGVTSLQEINRVTSE 570
NTDB id 421727 GYM47 RS09090 WP 153843351.1 REGYPSLYQSCLSRVLDGSTSLEEVNRISKE 585
NTDB id 1251 GCO85 RS07725 WP 011946523.1 SEGMLTIFQSGIEKVKEGITTIEEVNRVTVD 574
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