
logo MRKVLYALMGFLLAFSATLKADDFLEEANETAPANLNHPMQDLNAIQGSFFDKNRSKMSNTLNIDYFQGQTYKIRLRYAMA
NTDB id 421699 G3M67 RS00915 WP 163524294.1 MRKVLYALMGFLLAFSTLKADDFLEEANETAPANLNHPMQDLNAIQGSFFDKNRSKMSNTLNIDYFQGQTYKIRLRYAMA 80
NTDB id 1217 CAA10656.1 1440..2420( ) MRKVLYALMGFLLAFSALKADDFLEEANETAPANLNHPMQDLNAIQGSFFDKNRSKMSNTLNIDYFQGQTYKIRLRYAMA 80
consensus !!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo TLLFFSKP I SDFVLGDKVGFDAKI LESNDR I LL IKPLQIGVDSNI SV IDNSEGKI FSFYVFSTTFTSSKHPNLQVF I EDKN
NTDB id 421699 G3M67 RS00915 WP 163524294.1 TLLFFSKPISDFVLGDKVGFDAKILESNDRILLIKPLQIGVDSNISVIDNEGKIFSFYVFSTTFTSSKHPNLQVFIEDKN 160
NTDB id 1217 CAA10656.1 1440..2420( ) TLLFFSKPISDFVLGDKVGFDAKILESNDRILLIKPLQIGVDSNISVIDSEGKIFSFYVFSTTFTSSKHPNLQVFIEDKN 160
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo YYSNAFLKPQKNEKENKNENKENKENKENKENKENKENVKLENATLENATPTNNKPLKEEKKEEKTKEKEEETITIGDNTNAMKIVKKDI
NTDB id 421699 G3M67 RS00915 WP 163524294.1 YYSNAFLKPQKENKENKENKENKENKENKENKENKENTLENAPTNNKPLKEEKEKTKEKEEETITIGDNTNAMKIVKKDI 240
NTDB id 1217 CAA10656.1 1440..2420( ) YYSNAFLKPQNKEN...................VLENALENTPTNNKPLKEKKEETKEKEEETITIGDNTNAMKIVKKDI 221
consensus !!!!!!!!!! ******************* !! !!! !!!!!!!!! !! !!!!!!!!!!!!!!!!!!!!!!!!!

logo QKGYKALKSSQRKWYCLGICSKKSKLSLMPKE I FNDKQFTYFKFDKRLALSKFPVIYKVVDGYDNPVNTR IVGDYI IAED
NTDB id 421699 G3M67 RS00915 WP 163524294.1 QKGYKALKSSQRKWYCLGICSKKSKLSLMPKEIFNDKQFTYFKFDKRLALSKFPVIYKVVDGYDNPVNTRIVGDYIIAED 320
NTDB id 1217 CAA10656.1 1440..2420( ) QKGYKALKSSQRKWYCLGICSKKSKLSLMPKEIFNDKQFTYFKFDKRLALSKFPVIYKVVDGYDNPVNTRIVGDYIIAED 301
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

<0

logo VSATKWTLRLGKDYLC IRFVKKRAGKDEO
NTDB id 421699 G3M67 RS00915 WP 163524294.1 VSAKWTLRLGKDYLCIRFVKRAKDE. 345
NTDB id 1217 CAA10656.1 1440..2420( ) VSTKWTLRLGKDYLCIRFVKKGKDE* 326
consensus !! !!!!!!!!!!!!!!!!!**!!!
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