
logo MRKVLYAI
LMGFLLAFSALKRADDFLEEANETAPANLNHPMQDLNAIQGSFFDKNRSKMSNTLNIDYFQGQTYKIRLRYAMA

NTDB id 421686 G3M68 RS03390 WP 163497925.1 MRKVLYAIMGFLLAFSALRADDFLEEANETAPANLNHPMQDLNAIQGSFFDKNRSKMSNTLNIDYFQGQTYKIRLRYAMA 80
NTDB id 1217 CAA10656.1 1440..2420( ) MRKVLYALMGFLLAFSALKADDFLEEANETAPANLNHPMQDLNAIQGSFFDKNRSKMSNTLNIDYFQGQTYKIRLRYAMA 80
consensus !!!!!!!*!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo TLLFFSKP I SDFVLGDKVGFDAKI LESNDR I LL IKPLQIGVDSNI SV IDSEGKI FSFYVFSTTFTSSKHPNLQVF I EDKN
NTDB id 421686 G3M68 RS03390 WP 163497925.1 TLLFFSKPISDFVLGDKVGFDAKILESNDRILLIKPLQIGVDSNISVIDSEGKIFSFYVFSTTFTSSKHPNLQVFIEDKN 160
NTDB id 1217 CAA10656.1 1440..2420( ) TLLFFSKPISDFVLGDKVGFDAKILESNDRILLIKPLQIGVDSNISVIDSEGKIFSFYVFSTTFTSSKHPNLQVFIEDKN 160
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo YYSTNAF ILKPQKNEKENKENNVKLENATLENATPTNNKPLKEEKKEETKEKEEEATI IT IGDNTNAMKIVKKDIQKGYKALKSSQRKWYCLGW
NTDB id 421686 G3M68 RS03390 WP 163497925.1 YYTNAFIKPQKENKENKENTLENAPTNNKPLKEEKEETKEKEEEAIIIGDNTNAMKIVKKDIQKGYKALKSSQRKWYCLW 240
NTDB id 1217 CAA10656.1 1440..2420( ) YYSNAFLKPQNKE.NVLENALENTPTNNKPLKEKKEETKEKEEETITIGDNTNAMKIVKKDIQKGYKALKSSQRKWYCLG 239
consensus !!*!!!*!!! * !! !!! !!!!!!!!! !!!!!!!!!! ! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo

A
ICSKKSKLSLMPKE I FNDKQFTYFKFDKRLALSKFPVIYKVVDGYDNPVNTR IVGDYI IAEDVSTKWTLRLGKDYLC IRF

NTDB id 421686 G3M68 RS03390 WP 163497925.1 ACSKKSKLSLMPKEIFNDKQFTYFKFDKRLALSKFPVIYKVVDGYDNPVNTRIVGDYIIAEDVSTKWTLRLGKDYLCIRF 320
NTDB id 1217 CAA10656.1 1440..2420( ) ICSKKSKLSLMPKEIFNDKQFTYFKFDKRLALSKFPVIYKVVDGYDNPVNTRIVGDYIIAEDVSTKWTLRLGKDYLCIRF 319
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

<0

logo VKKRGSKDGEO
NTDB id 421686 G3M68 RS03390 WP 163497925.1 VKRSKGE. 327
NTDB id 1217 CAA10656.1 1440..2420( ) VKKGKDE* 326
consensus !!* ! !
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