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NTDB id 421344 GXM22 RS07995 WP 099357177.1 MPRPGKQTTERAKDFKGTLRQLLSALRQYKLSLIVVMVFAILSTIFNIAGPKILAKATTALATGWIAKLRGIGSIDFAYI 80
NTDB id 370 SMU RS04260 WP 002263294.1 ..........MENKKKSLLSQMAPYLKGYKALFGLAVIFTIVSSTITVIGPDRLKEMTDTMTKGL......AGKIDLDKI 64
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NTDB id 421344 GXM22 RS07995 WP 099357177.1 GKILLTLLAMYLCSAAFSFIQGWLMTGLSQKVCYDFRRQISEKINRLPLAYFEKRTVGEVLSRITNDVDTLGQSLNQSVT 160
NTDB id 370 SMU RS04260 WP 002263294.1 GEIALTLALLYFAGALVSYTASFIVSTLIQKFSQRLRNAIADKINKVPLKYFDSHSQGDTLSRVTNDVDLMTQSFNQSLV 144
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NTDB id 421344 GXM22 RS07995 WP 099357177.1 QLITSITTMIGVLIMMLSISPKMTLIALLILPVSLVLVMLVVRFSQKYFKAQQATLGVVNGQVEEVYSGHNVIKAFNREA 240
NTDB id 370 SMU RS04260 WP 002263294.1 SMVAAIILLIGSIFMMIKTNGALAATAILSVFAGFVLSTVIMAKSQPLFKKQQANLADVSGYVEEVYSGHNVVSSYNAIQ 224
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NTDB id 421344 GXM22 RS07995 WP 099357177.1 AVLEDFNAANDKLFESAWKSQFLSGLMQPIMNFVGNLGYVAVAIVGSIFAANGIITIGDIQAFIQYVRNFTQPIQQLAQV 320
NTDB id 370 SMU RS04260 WP 002263294.1 QSKKQFENLNDQLFASMWKSQFFSGIMMPLMQFIGNFGYVMVCIVGATMAINGDITMGTIVAFMTYVRIFTQPIAQIAQG 304
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NTDB id 421344 GXM22 RS07995 WP 099357177.1 SNMLQSMAAAAERVFEFLNEPEEDQLADPARRADPACIDGQVTFDHVRFGYVPEKTIIHDFSCNVQPGQKVAIVGPTGAG 400
NTDB id 370 SMU RS04260 WP 002263294.1 ITQLQSANAAMGRVFEFLDEEEIEDENH..KVKQLEKVEGNVNFDNVFFGYSPDKTIIHDFSAHAKAGQKIAIVGPTGAG 382
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NTDB id 421344 GXM22 RS07995 WP 099357177.1 KTTMVKLLMRFYDVDSGSITLNGHDIRDFDRSALREGFGMVLQDTWLFKGTIMENIRYGRLDATDEEVIAAAKAANADHF 480
NTDB id 370 SMU RS04260 WP 002263294.1 KTTIVNLLMRFYEVDRGMISIDGVNIHDMTRKEVHDAFAMVLQDTWLFEGTVKENLIYNQKHITDEQVIAAAKAVGVHHF 462
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NTDB id 421344 GXM22 RS07995 WP 099357177.1 IRTLPGGYQMELNEDASNVSQGQKQLLTIARAILADNRILILDEATSSVDTRTEQRIQTAMDNLMRGRTSFVIAHRLSTI 560
NTDB id 370 SMU RS04260 WP 002263294.1 IKTLPKGYDTVLD.DSVTLSVGQKQLLTIARALLKDAPLLILDEATSSVDTRTEELIQRAMDHLMEGRTSFVIAHRLSTI 541
consensus !*!!! !! ! *! *! !!!!!!!!!!!*! ! **!!!!!!!!!!!!!!! !! !!!*!! !!!!!!!!!!!!!!



logo RDNADL I LVMRDGDNI IVEQGSTHDQL IMAEAEGNGFYADLYNSQFETDEEVVAD
NTDB id 421344 GXM22 RS07995 WP 099357177.1 RDADLILVMRDGDIVEQGTHDQLIEAGGFYADLYNSQFEDVVD 603
NTDB id 370 SMU RS04260 WP 002263294.1 RNADLILVMRDGNIIEQGSHDQLMAENGFYADLYNSQFTEEVA 584
consensus ! !!!!!!!!!! !*!!!*!!!!* !!!!!!!!!!! * !
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