
logo MGRAI ERLRTFLLSEGEHQGQRI LRLYHLYRLVATIGLVLVLL I SSDELEHDSDQLVLMKRLMVHNPAEALFHVYGASWCVYL IVFLNI L IVATLVFLLPQNPPSKRQRELLP I
V
F
L

NTDB id 421167 GYM54 RS17370 WP 181099931.1 MGIERLTFLGHQGQRILRLYHLYRVAIGLVLVLLISSDLHSDLMRMVNPAAFHYGAWVYLILNILITVLLQNPKRELPVL 80
NTDB id 1472 PAKAF RS23995 WP 016253893.1 MRAERLRLSEEQGQRILRLYHLYRLTIGLVLVLLISSELEDQVLKLVHPELFHVGSWCYLVFNILVALFLPPSRQLLPIF 80
consensus ! !!! *!!!!!!!!!!!!!* !!!!!!!!!!!*!* ****!*! !! ! !*!!* !!!* * !**** !!*

logo

G
I LALLTDVLVLMLCTAGLFYAFAGGGTVPSGIGNSLL IVVAVAIASNI LLHRGR IGFLFVIAAAVAASLTGL ILYLTFFYLSLSDSPDSATGTNSHQYVQAAGAGLG

NTDB id 421167 GYM54 RS17370 WP 181099931.1 GLALLDVVLLTALFYFAGGTPSGIGNLLIVAVAISNILLHGRIGFFIAAVAATGLIYLTFYLSLSDPSTGSQYVQAAALG 160
NTDB id 1472 PAKAF RS23995 WP 016253893.1 ILALTDVLMLCGLFYAGGGVPSGIGSLLVVAVAIANILLRGRIGLVIAAAASLGLLYLTFFLSLSSPDATNHYVQAGGLG 160
consensus !!! !!**!**!!! *!! !!!!! !!*!!!!! !!!!*!!!! !!! ! !!*!!!!*!!!! ! *!!!!**!!

logo TLCFAAALLVI
VQAGLTVRRLQEQQVSTETLAEREQRAEETVANLEAELNALQI LQRMRTGI LVLVDQSAREQAR I

VLLANQAGALDGLLGRQDQDSLVAQGAERSLAG
NTDB id 421167 GYM54 RS17370 WP 181099931.1 TLCFAAALLVQGLTRRLQVSETLARQRAEEVANLEALNAQILQRMRTGILVLDQAERVLLANQGALDLLGQQSLAGERLA 240
NTDB id 1472 PAKAF RS23995 WP 016253893.1 TLCFAAALVIQALVRRQEQTETLAEERAETVANLEELNALILQRMRTGILVVDSRQAILLANQAALGLLRQDDVQGASLG 240
consensus !!!!!!!!**!*! !! *!!!! !!! !!!!! !!! !!!!!!!!!!!*! *!!!!!*!! !! ! * ! !*

logo

P
R
H
R
C
SPDML IMHKCGLMKQQWRDLNPSTLRPPRNTFLKAVTVPDNGAPTLVQPSFAI ISLNQHREGDVDKQDHTVL IVFLEDI SQIAQKQAQQLMKLAGSLGRLTAGS IAHE

NTDB id 421167 GYM54 RS17370 WP 181099931.1 PRCPDLIKGLQQWRDNPTLRPRNFKATPNGATLQPSFAILQHGVKQDTLVFLEDISQIAQKAQQLKLASLGRLTASIAHE 320
NTDB id 1472 PAKAF RS23995 WP 016253893.1 RHSPMLMHCMKQWRLNPSLRPPTLKVVPDGPTVQPSFISLNREDDQHVLIFLEDISQIAQQAQQMKLAGLGRLTAGIAHE 320
consensus ***! !**** !!! !!*!!!* ! ! !*!*!!!! !** !* !*!!!!!!!!!! !!!*!!! !!!!!! !!!!

logo I RNPLGAI SHAAQLLQESEEVLDAAPDLRRLTQI IQDHQSKRRMNLVI ENVLQLSRRRQAEPQLQLDLKEYWALHQRFAVDSEFYPREGNRLPRNPDH
NTDB id 421167 GYM54 RS17370 WP 181099931.1 IRNPLGAISHAAQLLQESEVLDAADLRLTQIIQDHSRRMNLVIENVLQLSRRRQAEPQLLDLKYWAHRFASEFRENLPPH 400
NTDB id 1472 PAKAF RS23995 WP 016253893.1 IRNPLGAISHAAQLLQESEELDAPDRRLTQIIQDQSKRMNLVIENVLQLSRRRQAEPQQLDLKEWLQRFVDEYPGRLRND 400
consensus !!!!!!!!!!!!!!!!!!! !!!*! !!!!!!!!*!*!!!!!!!!!!!!!!!!!!!!! !!!! ! *!! !** !***

logo

Q
S
E
R
L
VHLVEQLTGRAGGSDS ILQTRMDPHNQL INQVLSTNLVQNGLRYSAGQALHNDGQRAGQVWLQSLAFRDEPESSDLPVLE I

V
I
LDDGPGVPATDKLNQNI

LFEP
NTDB id 421167 GYM54 RS17370 WP 181099931.1 QRVHVETRGSSLQTRMDPNQLIQVLTNLVQNGLRYSGQLNDQAQVWLQLFRDESSDLPVLEVLDDGPGVPTDKLQNIFEP 480
NTDB id 1472 PAKAF RS23995 WP 016253893.1 SELHLQLGAGDIQTRMDPHQLNQVLSNLVQNGLRYSAQAHGRGQVWLSLARDPESDLPVLEIIDDGPGVPADKLNNLFEP 480
consensus *!* * *!!!!!!*!! !!!*!!!!!!!!!!*! * *!!!! ! !!* !!!!!!!**!!!!!!! !!!*!*!!!

logo FFTTENSKGTGLGLYI
LSRELCESNQAR I

LDYRENRAEEGGGSCFR ITVFAHPRKLST
NTDB id 421167 GYM54 RS17370 WP 181099931.1 FFTTENKGTGLGLYISRELCESNQARLDYRERAEGGSCFRIVFAHPRKLT 530
NTDB id 1472 PAKAF RS23995 WP 016253893.1 FFTTESKGTGLGLYLSRELCESNQARIDYRNREEGGGCFRITFAHPRKLS 530
consensus !!!!! !!!!!!!!*!!!!!!!!!!!*!!! ! !!! !!!! !!!!!!!*



X non conserved

X similar

X ≥ 50% conserved


