
logo

MA
M
A
M
S

A
G
R

S
GVNKVI IL IVGNLGANQDPDE I

M
VRRTYLMNPNSGDEGPAVVATNLIRSTI

VATSETSWNRDKAMTSTGEQRRKEVKTEWHNRI
V
T
V
F
I
L

Y
F
G
N
R

DKQ
R

Q
LAKEVAEGEQYLKRKGASQKVY

NTDB id 421085 A9K68 RS17695 WP 065009542.1 .MAGSVNKVILVGNLGADPEIRRLNSGEPVVNIRVATSESWRDKTSGERKEKTEWHNVVIFNDQLAKVAEQYLKKGAKVY 79
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYG.KLAEVAGEYLRKGSQVY 79
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFR.RQAEVAGQYLRKGSKVY 77
consensus **!!!!!**!!!!*!!**! ***!**!*****!!!!*!*!! *!!**!*!!!!***** **!*!!**!!*!!**!!

logo

I
VEGKQLKQTRKWQDQNSTGNQDRYSTTEVIQVGLVQGKFYNRDGEIVMLQMLGDAGSRAGSSQQGEGDGGQFMVPGAGSNQYAGQGGMSGSWNSNQRAVPAVQSTDNFYGNQSGSGPWYSGDEQNPSFQYANQPQRAGNGKNGNQFHNKNQG

NTDB id 421085 A9K68 RS17695 WP 065009542.1 VEGQLQTRKWQDQTGNDRYTTEIVLQKFRGELQMLDARGQGEGGQVGSYAGGGSSR...VSDFGQSGPGESFNRGGGNKG 156
NTDB id 1166 A1552VC RS00795 WP 000168289.1 IEGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGG..MPAQGGM...NVPAQ....QGSWGQPQQPAKQHQ. 149
NTDB id 1390 A4U84 RS00055 WP 021115958.1 VEGKLKTRKWQDQNGQDRYTTEIQG....DVLQMLDSRSSGGD..FGGNQGSGWNQAPAQTNYNQGGYSDNYAQNNNFNG 151
consensus *!!*!*!!!!!!!*!*!!!*!!**** * ***!!!**!***** *****! * * **** * !***** ** * * **

logo GNPAMQTQRPSAQPAQQKYPSAQAPGQAGYEGNEGPSPMPSDMRDENLFDDEDIPF
NTDB id 421085 A9K68 RS17695 WP 065009542.1 G.............GGGGSSRELDDEIPF 172
NTDB id 1166 A1552VC RS00795 WP 000168289.1 .PMQQSAPQQYSQPQYNEPPMDFDDDIPF 177
NTDB id 1390 A4U84 RS00055 WP 021115958.1 GNATRPQPAQKPAAQAEPPMDNFDDDIPF 180
consensus * * * ** * **!!*!!!

X non conserved

X similar

X ≥ 50% conserved


