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VYVYASMKHNDQDTQTV
NTDB id 42101 LCGT RS02355 WP 014024383.1 MAKKRDEIAENLTWDLSTVFENDAAWELELKRVSEKLETVNAYEGHLLDSAQSLLEITEIELEISRAVEKVYVYASMKHDQDTQV 85
NTDB id 480 HSISS4 RS02090 WP 002890133.1 MSDNRTHLEEKYTWDLTTIFATDADWETEYESTVQDLKKASAYAGHLLDSAKNLLGATELYMSLMRRLEKIYVYASMKNDQDTTV 85
consensus ! ! ** ! !!!!*!*! !! !! ! ! !! !!!!!!! !! !!* * * ! *!!*!!!!!!!*!!!! !

logo

G
SLYQEYEQAKASTNLYASKQFLGSEASFAFYFYEPEFLMALDTDPEKKRLYAEESFKREREQEPGKLEGLRYDSHMYFERLFLAKNKDEHI

VLSPQEKAEEEKLLAASAGSDE I FGNAGAPATDET
NTDB id 42101 LCGT RS02355 WP 014024383.1 SLYQEYEAKATNLYAKFGESFAFYEPEFLALTPERYESFRREEPKLERYSHMFERLFAKKEHILSPKEEKLLASASEIFGAAAET 170
NTDB id 480 HSISS4 RS02090 WP 002890133.1 GLYQEYQAKASNLYSQLSEAFAYFEPEFMALDDKKLAEFKEQEPGLGLYDHYFERLLANKDHVLSQEAEELLAAAGDIFNGPTDT 170
consensus !!!!! !!!*!!! ! !!**!!!!*!! * * !* !! ! ! ! !!!! ! !*!*!!* ! !!! ! *!! ** *!
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V
E
QLTHGNFYI STLMESKDERDKI

VRKAGAYEQALMYGSNTYEQFYQHTYAKQTLQGTNVVKVHNFYKQAKMVRGHYHNSARHQA
NTDB id 42101 LCGT RS02355 WP 014024383.1 FEIFDNADIELPMIKDEKGQEIQLTHGNYISLMESKERKVRKAAYQALYSNYEQYQHTYAKTLQTNVKVHNFKAKMRGYHSARQA 255
NTDB id 480 HSISS4 RS02090 WP 002890133.1 FNVLDNADILFPWVSDGQGDVVELTHGNFITLMESKDRDIRKGAYEAMYGTYEQFQHTYAQTLQGVVKVHNYQAKVRHYNSARHA 255
consensus ! * !!!!! ! * ! ! * !!!!!*!*!!!!!*! *!!*!! !*! !!!*!!!!! !!! !!!!!* !!*!*!*!!!*!

logo ALASASNF IPEESVYDKSLLESVNKHYLPLLHRYI
L
D
KLREKKQI

VLGLDEDDELKMYDVYTPLSDELTDETYAKFLNTYEPEASLVEKKAEQEVLAQI FLGEPEYASHKGHVHKAK
NTDB id 42101 LCGT RS02355 WP 014024383.1 ALSSNFIPEEVYDKLLESVNKYLPLLHRYIKLREQILGLEDDLKMYDVYTPLSDLDYKFNYPEAVEKAQEVLQILGPEYAHHVKK 340
NTDB id 480 HSISS4 RS02090 WP 002890133.1 ALAANFIPESVYDSLLESVNKHLPLLHRYLDLRKKVLGLD.ELKMYDVYTPLSETETALTYEESLKKAEEVLAIFGEEYSKGVHA 339
consensus !! !!!!! !!! !!!!!!!*!!!!!!!* !! *!!!***!!!!!!!!!!!* * !*! * !! !!! ! !*!! **!*

logo AFETERWIDVAHEPNKSGKRSGAYSGGACYDTNAFMLLNWQDETLDDNLFTLVHEMTGHSLMHSTFTREQNTQPYVYGDYP I FLAE IASTTNENI L
NTDB id 42101 LCGT RS02355 WP 014024383.1 AFEERWIDVAENSGKRSGAYSGGCYDTNAFMLLNWQETLDDLFTLVHEMGHSMHSTFTRENQPYVYGDYPIFLAEIASTTNENIL 425
NTDB id 480 HSISS4 RS02090 WP 002890133.1 AFTERWIDVHPNKGKRSGAYSGGAYDTNAFMLLNWQDTLDNLFTLVHETGHSLHSTFTRQTQPYVYGDYPIFLAEIASTTNENIL 424
consensus !! !!!!!!**! !!!!!!!!!!*!!!!!!!!!!!!*!!! !!!!!!! !!!*!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!

logo TESTLLAKAESVKTDDEKTVRFAI LNHW
YLDGFKRGTVFRQSTQFAEFEHAE IHEKADAQESGKQI

VLTASDEFMNKQLYADLNEKYYGNLKPAERDENPYE IQFYEWAER
NTDB id 42101 LCGT RS02355 WP 014024383.1 TESLLAASTDEKVRFAILNHWLDGFRGTVFRQSQFAEFEHEIHKADQEGKVLTSEFMNQLYADLNEKYYGLPARENPEIQYEWAR 510
NTDB id 480 HSISS4 RS02090 WP 002890133.1 TETLLKEVKDDKTRFAILNHYLDGFKGTVFRQTQFAEFEHAIHEADASGQILTADFMNKLYADLNEKYYNLKAEDNYEIQFEWER 509
consensus !!*!! !*! !!!!!!!*!!!!*!!!!!!*!!!!!!! !! !! ! *!! *!!! !!!!!!!!!! !*! *!*!!!*!! !

logo I PHFYMYNYYVFYQYATGFAAASTYLAEAKIVHNGGTETDEADKREAKYLTYLKAGSSDYPLAEVIAKKQAGVDMETENTDTYLDEASAFAKVFEDKRL IVELEAKLV
NTDB id 42101 LCGT RS02355 WP 014024383.1 IPHFYYNYYVFQYATGFAAATYLAEAIVNGGTDAREKYLTYLKAGSSDYPLAVIAQAGVDMEETTYLESAFAVFEKRLIELEKLV 595
NTDB id 480 HSISS4 RS02090 WP 002890133.1 IPHFYMNYYVYQYATGFAAASYLAEKIVHGTEEDKEAYLTYLKAGSSDYPLEVIKKAGVDMTNTDYLDAAFKVFEDRLVELEALV 594
consensus !!!!! !!!!*!!!!!!!!!*!!!! !!*! * *! !!!!!!!!!!!!!! !! !!!!! ! !!* !! !!! !!*!!! !!



logo EKGAVHLS
NTDB id 42101 LCGT RS02355 WP 014024383.1 EKGAHL. 601
NTDB id 480 HSISS4 RS02090 WP 002890133.1 EKGVHLS 601
consensus !!! !!*
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