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LFATTVLTVYQLTI STSTF IKNESEKQEQDLLMMTKRASLMDNSVEEQSVLESKQASDEASPTLNSESESNL
NTDB id 42099 LCGT RS02175 WP 014024351.1 MVKFFDS.KKKKTESLPERKRSIMLRWAFANTIFCFITFTIFTVLVYQLTITTFINSEKEDMMKALDNVEQSLSQSESTLSEENL 84
NTDB id 607 V4T04 RS01905 WP 010906048.1 MKKLFTFNKKKETVEESSAKRSIMLRWAFANTVFCFITFTLFATLTYQLTISSFIKEEQQLLTRSMDSVEEVLEKADAPLNSSNL 85
consensus ! ! ! *!!! ! * !!!!!!!!!!!!!*!!!!!!!*! ! !!!!!**!! ! * * *! !! ! * *! !!

logo

A
N
N
TYI

L
A
E
A
Y
A
T
K
S
DYTAK

S
I
SQGNGKENSEGLEMS

TLGS IMIGSTRKASFYI
V
F
YDLVGNEHKNL ILYSTNRSHGTFGPFLKQKNDQAVGNDNEGMTHKAVER I

T
F
RGENYPSGYLVEQRKP I

V
I
YSKNKST

NTDB id 42099 LCGT RS02175 WP 014024351.1 ANYLAYAKDYTASSQGKENELETLGSMIGSRKSFYVFDVGENLIYSTNSHGFPLKKDVGDGTHAVRTFGEYSGYLVERPVYSNKT 169
NTDB id 607 V4T04 RS01905 WP 010906048.1 NTYIEATS....KIQNGESEGMSLGSIIGTRKAFYIYDLNHKLLYSTNRHTFGFQNQANNEMK..EIRGENPGYLVQRKIISKST 164
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NTDB id 42099 LCGT RS02175 WP 014024351.1 GKLIGYVQAFYDMSYYYSVRTKLLIALIILEIIALFIAQFVGYFMASRYIKPLERLHDAITTRANNLKADFKPVVIQTGDEIEEL 254
NTDB id 607 V4T04 RS01905 WP 010906048.1 GQVVGYLQAFYDTTTYHRISNLLLIVLLILEIVALIVAQLIGYFMANYFMKPLEKLYQGMQEMANDPTNDFEPIEIQSGDEIEEL 249
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NTDB id 42099 LCGT RS02175 WP 014024351.1 ATVYNDMMIKLNDYVDQQKRFVSDVSHELRTPLAVLDGHLNLLNRWGKNDPEVLEESLQASIEEVSTMRTMLEEMLALARLENID 339
NTDB id 607 V4T04 RS01905 WP 010906048.1 AHVYNDMMLKMKAYLEQQNRFVSDVSHELRTPLAVLDGHINLLNRWGKNDPEVLDESLQASLDEVDRMKKMLEEMLALARLENVD 334
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NTDB id 42099 LCGT RS02175 WP 014024351.1 FQDEDLICDPTEVSNFLKKNFLLIHADLSLTVENNLSPGRLAHIYPNHYEQGLKILIDNAIKYSPKDRQEVKIHLEEDDKYIITT 424
NTDB id 607 V4T04 RS01905 WP 010906048.1 LSSEELDCDVGKVCNRALKNFQLLHDDFEIVLDNRLIYPTHARISENHFEQGLRILLDNAAKYSPDDRKEIVITVSEDEQFVITS 419
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NTDB id 42099 LCGT RS02175 WP 014024351.1 VEDHGYGISQEDLKHVFERFFRADKARNRDIGGTGLGLSIIQRIVENYDGDVSVTSVVGEGSKFTLKIPKIK 496
NTDB id 607 V4T04 RS01905 WP 010906048.1 VSDKGIGISEEDINHLFERFFRADKARNREIGGTGLGLSILARLAENYQGEIEVNSELGLGSTFTLKFPKIK 491
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