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NTDB id 420469 M654 RS17065 WP 035428386.1 .......MQMEEASFLKGTVTGVIYHNETNLYTVLKVKVQETSESFEEKSVSVTGYFPAVFEDETYTFYGKTASHPKFGLQFQAD 78
NTDB id 355 BSU 27480 NP 390625.1 MQQHPDQLKLEEEPYLKGTVNTVIYHNDTNLYTVLKVKVTETSEAIEDKAVSVTGYFPALQEEETYTFYGKIVTHPKFGLQFQAE 85
consensus ******** *!! **!!!!! !!!!!*!!!!!!!!!!! !!!! !*! !!!!!!!!!* !*!!!!!!!! *!!!!!!!!!!*

logo HFKKE I
VPTTKEGI

V IQYLASSDLFEGIGKKTAEE IVKKLGDEGSAINKI LAEDAASVLYDVPKRLSKKKADKTLAGSASLQQRHQGLEQIMI SLNSEQ
NTDB id 420469 M654 RS17065 WP 035428386.1 HFKKEVPTTKEGVIQYLASDLFEGIGKKTAEEIVKKLGEGAINKILEDAAVLYDVPKLSKKKADKLASSLQQHQGLEQIMISLSE 163
NTDB id 355 BSU 27480 NP 390625.1 HFKKEIPTTKEGIIQYLSSDLFEGIGKKTAEEIVKKLGDSAINKILADASVLYDVPRLSKKKADTLAGALQRHQGLEQIMISLNQ 170
consensus !!!!!*!!!!!!*!!!! !!!!!!!!!!!!!!!!!!!!* !!!!!! !! !!!!!!*!!!!!!! !! !! !!!!!!!!!!!

logo FGFGPQLSMKIYQAYESETLDEKIQRENPYQLVKDVEGIGFGIKADELGGSRMGI
LSGKNHAPER I

VKAAI
LLYTI

LEATATCLQSEGHTYI ETEKQL I
NTDB id 420469 M654 RS17065 WP 035428386.1 FGFGPQLSMKIYQAYESETLDKIRENPYQLVKDVEGIGFIKADELGGRMGISGKHAERIKAALLYTIEAACLQEGHTYIETKQLI 248
NTDB id 355 BSU 27480 NP 390625.1 FGFGPQLSMKIYQAYESETLEKIQENPYQLVKDVEGIGFGKADELGSRMGLSGNHPERVKAAILYTLETTCLSEGHTYIETEQLI 255
consensus !!!!!!!!!!!!!!!!!!!!*!! !!!!!!!!!!!!!!! !!!!!! !!!*!! !*!!*!!!*!!!*! !! !!!!!!!! !!!

logo IDETQKSLLNQSATGREDGEQKR I
VTEMDAVADNAQI IALGENQKDE I

L
F
V
I
VEDDGRCYFYPSLFYYAEQNFVAKRVKRHKIAESQTEYDEENQFPESEFLLALGELEE

NTDB id 420469 M654 RS17065 WP 035428386.1 IETQKLLNQSTG.DEKVTEMDVADQIIALGEQKELFVEDDRCYYPSLYYAEQNFAKRVRKIAEQTEYDEQFPESEFLLALGELEE 332
NTDB id 355 BSU 27480 NP 390625.1 IDTQSLLNQSAREGQRITEMDAANAIIALGENKDIVIEDGRCYFPSLFYAEQNVAKRVKHIASQTEYENQFPESEFLLALGELEE 340
consensus !*!! !!!!! * **!!!! ! !!!!!!*!** *!! !!!*!!!*!!!!! !!!!**!! !!!!* !!!!!!!!!!!!!!!!

logo RMDQVQYAPSQKEAIQKALMSSPMLLLTGGPGTGKTTVIRGIVELYGSELHGLVSLDNPASADYKKDEATFPFIVLAAPTGRAAKRMSESTGLP
NTDB id 420469 M654 RS17065 WP 035428386.1 RMQVQYAPSQKEAIQKALMSPMLLLTGGPGTGKTTVIRGIVELYSELHGLSLNPADYKKDETFPFVLAAPTGRAAKRMSESTGLP 417
NTDB id 355 BSU 27480 NP 390625.1 RMDVQYAPSQKEAIQKALSSPMLLLTGGPGTGKTTVIRGIVELYGELHGVSLDPSAYKKDEAFPIVLAAPTGRAAKRMSESTGLP 425
consensus !! !!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!! !!!!*!! ! !!!!! !! !!!!!!!!!!!!!!!!!!!!

logo AVTIHRLLGWNGAEGFTHDTEDNQP I EGKLLVI IDEATSMLDIWLANHQLFKAIPDHI
VQI

V I IMVGDEDQLPSVGPGQVLRDLLASNQVIPATV
NTDB id 420469 M654 RS17065 WP 035428386.1 AVTIHRLLGWNGAEGFTHDEDNPIEGKLVIIDETSMLDIWLANQLFKAIPDHVQVIMVGDEDQLPSVGPGQVLRDLLASNVIPAV 502
NTDB id 355 BSU 27480 NP 390625.1 AVTIHRLLGWNGAEGFTHTEDQPIEGKLLIIDEASMLDIWLANHLFKAIPDHIQIIIVGDEDQLPSVGPGQVLRDLLASQVIPTV 510
consensus !!!!!!!!!!!!!!!!!! !!*!!!!!!*!!!! !!!!!!!!!*!!!!!!!!*!*!*!!!!!!!!!!!!!!!!!!!!!!*!!! !

logo RLTDIYRQAEGSS IVELMAHEQMKKNGLYLPKNNLTAPTKDRSF IRCGRGQQSQIKEVVEKVVAKNALKQKGYSTAKRDIQVLAPMYKRGKPAGINELN
NTDB id 420469 M654 RS17065 WP 035428386.1 RLTDIYRQAEGSSIVEMAHEMKKGYLPKNLTAPTKDRSFIRCRQQQIKEVVEKVVKNALQKGYSARDIQVLAPMYKGPAGINELN 587
NTDB id 355 BSU 27480 NP 390625.1 RLTDIYRQAEGSSIVELAHQMKNGLLPNNLTAPTKDRSFIRCGGSQIKEVVEKVVANALKKGYTAKDIQVLAPMYRGKAGINELN 595
consensus !!!!!!!!!!!!!!!!*!! !! ! !! !!!!!!!!!!!!!! !!!!!!!!!! !!! !!!*!*!!!!!!!!!*!*!!!!!!!
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TLQDNI LNPPKEPKGRRE I

LKFGDEVVYRTGDKI LQLVNQPEHNNVFNGDI
MGE ITVS I FYAKENTEKEDMAVI

VSFDGNE I
MTFTKKDFNQFT

NTDB id 420469 M654 RS17065 WP 035428386.1 LTLQNILNPPKPKGREIKFGEVVYRTGDKILQLVNQPEHNVFNGDMGEIVSIFYAKENTEKEDMAVISFDGNEITFTKKDFNQFT 672
NTDB id 355 BSU 27480 NP 390625.1 VMLQDILNPPKEKRRELKFGDVVYRTGDKILQLVNQPENNVFNGDIGEITSIFYAKENTEKEDMAVVSFDGNEMTFTKKDFNQFT 680
consensus * !! !!!!!!*! !!*!!!*!!!!!!!!!!!!!!!!!*!!!!!!*!!! !!!!!!!!!!!!!!!!*!!!!!!*!!!!!!!!!!!

logo HAYCCS IHKSQGSEFP IV I
VLP I

VVKGSYYRMLRRNLLYTAITRASKKFL I LCGEEEALEWGVKRNKNDEASSTEVRQTSLKNRRLQSQVAQAVEHEEMDAEE
NTDB id 420469 M654 RS17065 WP 035428386.1 HAYCCSIHKSQGSEFPIVILPIVKSYYRMLRRNLLYTAITRSKKFLILCGEEEALEWGVRNKESSERQTSLKRRLQQAAHEEDEE 757
NTDB id 355 BSU 27480 NP 390625.1 HAYCCSIHKSQGSEFPIVVLPVVKGYYRMLRRNLLYTAITRAKKFLILCGEEEALEWGVKNNDATVRQTSLKNRLSVQVEEMDAE 765
consensus !!!!!!!!!!!!!!!!!!*!!*!! !!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!*! * * !!!!!! !! *! ! !

logo LEMALQKELPFSVFHDANIGMEGI
VTPFDFMEKEEAQEQ

NTDB id 420469 M654 RS17065 WP 035428386.1 LMALQKELPFSVFDANIGMEGVTPFDFMEEEAE 790
NTDB id 355 BSU 27480 NP 390625.1 LEALQKELPFSVHDANIGMEGITPFDFMKEEQQ 798
consensus ! !!!!!!!!!!*!!!!!!!!*!!!!!! !!
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