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NTDB id 420465 M654 RS16290 WP 026587935.1 .MDKHRLLPCGAISAAVGIAFAHSSSFLF.FAVFISVPAAVSMVRKQYLLFLFCAVCCGFYSIYFLVIDHLNGSIYQEGAIQTSA 83
NTDB id 107 BSU 25570 NP 390435.1 MRNSRLLLPMAAASATAGITAAAYFPAIFLFILFLL...IILIKTRHAFLIIVCFFSFILFFVLYAVTDSQNVSSYRQGTYQFKA 82
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NTDB id 420465 M654 RS16290 WP 026587935.1 SVGNVPTIDGDRLSFKAETPDGESLKARYTIQSREEKRKLADLGPGSICFMKGELKKPKNATVPGTFNEKEYLRTQGIYWNFAIQ 168
NTDB id 107 BSU 25570 NP 390435.1 VIDTIPKIDGDRMSMMVETPDKEKWAAAYRIQSAGEKEQLLYIEPGMSCELTGTLEEPNHATVPGAFDYNEYLYRQHIHWNYSVT 167
consensus * *! !!!!!*! !!!! ! ! ! !!! !! ! * !! ! * ! ! ! *!!!!! ! !!! !*!*!!* *

logo S IKQNCKSEQKPDEANFLKSSYI
K
L
VLNS ILRKHSGI ILDSF ITENDSLNLMPSEPDTASATGI

VVCQAL ITFVGDRFLYI
VEDQEVLDTAGYQKSLGI

V
I
VHLLAI SGLHVGI LATAAGLFYCI LMI

L

NTDB id 420465 M654 RS16290 WP 026587935.1 SIKNCKQKDALSSILLNIRKSGLDFIEDNMSETAAGVVCALIFGDRFLIEQEVLDGYQSLGIIHLLAISGLHVGILAAALFYCLL 253
NTDB id 107 BSU 25570 NP 390435.1 SIQNCSEPENFKYKVLSLRKHIISFTNSLLPPDSTGIVQALTVGDRFYVEDEVLTAYQKLGVVHLLAISGLHVGILTAGLFYIMI 252
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NTDB id 420465 M654 RS16290 WP 026587935.1 RLGITREGAKWILIFALPAAAVITGGAPSVLRAVFMSDIYLLSSLSKKRLKSADVLSIAFLGLLLYNPYLLFQAGFQLSFAVSFV 338
NTDB id 107 BSU 25570 NP 390435.1 RLGITREKASILLLLFLPLYVMLTGAAPSVLRAALMSGVYLAGSLVKWRVRSATAICLSYIVLLLFNPYHLFEAGFQLSFAVSFS 337
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NTDB id 420465 M654 RS16290 WP 026587935.1 FILSKGILLRPKNKTAQLLLASFLAQLGSLPILLFHFQEFSFLSVLANLFFVPFYLFAVIPLSFASLLGLMLIRPAGEIAAGILD 423
NTDB id 107 BSU 25570 NP 390435.1 LILSSSIFQQVKTSLGQLTIVSLIAQLGSLPILLYHFHQFSIISVPMNMLMVPFYTFCILPGAVAGVLLLSLSASFGRLFFSWFD 422
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NTDB id 420465 M654 RS16290 WP 026587935.1 ILLGWSHEAVKIISSADMFTFAASKPDGLQLLFYLGSIGMLLIAMENAVSLRKLFIPSCLFISVFLWHVMLPHFTQDGEVTMLDI 508
NTDB id 107 BSU 25570 NP 390435.1 LLISWINRLITNIADVDVFTIMIAHPAPVLLFLFTVTIILLLMAIEK.RSLSQLMVTGGICCTVMFLLFIYPCLSSEGEVDMIDI 506
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NTDB id 420465 M654 RS16290 WP 026587935.1 GQGDSIYISGPRQKGNVLIDTGGMVSFKKEPWRERKKAFSLAENVIIPFLATKGVQQLDALILTHADQDHVGEAEVLIKKHKVKE 593
NTDB id 107 BSU 25570 NP 390435.1 GQGDSMFVGAPHQRGRVLIDTGGTLSYSSEPWREKQHPFSLGEKVLIPFLTAKGIKQLDALILTHADQDHIGEAEILLKHHKVKR 591
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NTDB id 420465 M654 RS16290 WP 026587935.1 LVVPIGYAADPADEKLLRTAIEHGVAVKAAKRGDKLNIGGLQFYVLSPEKVDGDSKNNSSLVLWMKLGGLTWLLTGDLEQDGERE 678
NTDB id 107 BSU 25570 NP 390435.1 LVIPKGFVSEPKDEKVLQAAREEGVAIEEVKRGDVLQIKDLQFHVLSPEAPDPASKNNSSLVLWMETGGMSWILTGDLEKEGEQE 676
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NTDB id 420465 M654 RS16290 WP 026587935.1 IMKAYPELKADVLKVGHHGSKGSTGENFIKQIKPKTALISAGEHNRYGHPHKEVLDILKRHRVKVYRTDRDGAVQYLFDRGKGTF 763
NTDB id 107 BSU 25570 NP 390435.1 VMNVFPNIKADVLKVGHHGSKGSTGEEFIQQLQPKTAIISAGKNNRYHHPHQKVLQLLQRHSIRVLRTDQNGTIQYRYKNRVGTF 761
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NTDB id 420465 M654 RS16290 WP 026587935.1 LLHPPYDKVHSTQ.. 776
NTDB id 107 BSU 25570 NP 390435.1 SVYPPYDTSDITETN 776
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