
logo MLTKCEGIV I
LRTNDYGESTNKI IVTLLTREHNGKIGVLMARGAKKPNSRLSAI

VSQPFLYGSFLFMQRKTSTSGLGTLEQQGEMIDLSMRGNIREDL
NTDB id 420464 M654 RS16130 WP 026587905.1 MLTKCEGIVIRTNDYGESNKIITLLTRENGKIGVLARGAKKPNSRLSAISQPFLYGSFLFRTSSGLGTLEQGEMIDSMRNIREDL 85
NTDB id 118 BSU 25280 NP 390406.2 MLTKCEGIVLRTNDYGETNKIVTLLTREHGKIGVMARGAKKPNSRLSAVSQPFLYGSFLMQKTSGLGTLQQGEMILSMRGIREDL 85
consensus !!!!!!!!!*!!!!!!!*!!!*!!!!!!*!!!!!*!!!!!!!!!!!!!*!!!!!!!!!! *!!!!!! !!!!! !!! !!!!!

logo FLTAYAAYI
VAEL IVDKRGTEEKKPNPFYLFEFL ILLEQSLMKRQRLNDEGTDPDI

V ITFNI
L
I
V
E
Q
M
VKMLGVLMGLYPELNEHCVHCKSKQDEGTFHFS IVRDNG

NTDB id 420464 M654 RS16130 WP 026587905.1 FLTAYAAYIAELIDKGTEEKKPNPFLFELLLQSMRRLNDGTDPDIITNLIEVKMLGVLGLYPELNECVHCKSKEGTFHFSIRDNG 170
NTDB id 118 BSU 25280 NP 390406.2 FLTAYAAYVAELVDRGTEEKKPNPYLFEFILESLKQLNEGTDPDVITFIVQMKMLGVMGLYPELNHCVHCKSQDGTFHFSVRDNG 170
consensus !!!!!!!!*!!!*!*!!!!!!!!!*!!! *! !** !!*!!!!!*!! ** *!!!!!*!!!!!!!*!!!!!! *!!!!!!*!!!!

logo F ICHRCFAEKDPYR I
VP I

L
K
SPAQSTAVRLLRLFFYYFDLSRLGNVSLVKEQETKAEELKQTVIDQLYYDEEYSGI

LYLKSKRRFLMDEQMDENSMKHKLML
MGEKENKNKS

NTDB id 420464 M654 RS16130 WP 026587905.1 FICHRCFAKDPYRVPLSPASVRLLRLFFYFDLSRLGNVSVKQETKEELKTVIQLYYDEYSGIYLKSRRFMEQMDNMKKMLGKENK 255
NTDB id 118 BSU 25280 NP 390406.2 FICHRCFEKDPYRIPIKPQTARLLRLFYYFDLSRLGNVSLKEETKAELKQVIDLYYEEYSGLYLKSKRFLDQMESMKHLMGENKS 255
consensus !!!!!!! !!!!!*!* ! * !!!!!!*!!!!!!!!!!!*! !!! !!! !! !!!*!!!!*!!!!*!!**!!* !!***!

logo

S
NTDB id 420464 M654 RS16130 WP 026587905.1 S 256
NTDB id 118 BSU 25280 NP 390406.2 . 255
consensus *

X non conserved

X similar

X ≥ 50% conserved


