
logo MLAELS IKNFAI I EELTI
VSFEKRGLTVLTGETGAGKS I I IDA I

VSLLVGGRGSSEFYVRYGEAKKRAELEGLFLLDESGHPVFLDGLVCAELQGI
NTDB id 420458 M654 RS15575 WP 026587801.1 MLAELSIKNFAIIEELTISFEKGLTVLTGETGAGKSIIIDAVSLLVGGRGSSEYVRYGEKRAELEGLFLLDSGHPVFDLCAELGI 85
NTDB id 352 BSU 24240 NP 390304.2 MLAELSIKNFAIIEELTVSFERGLTVLTGETGAGKSIIIDAISLLVGGRGSSEFVRYGEAKAELEGLFLLESGHPVLGVCAEQGI 85
consensus !!!!!!!!!!!!!!!!!*!!!*!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!*!!!!! *!!!!!!!!!*!!!!! *!!! !!

logo

D
E
A
VSDDEMIVMRRDINSATNSGKS IVCRVNGKLVTIAASLRE I

VGRLLLDIHGQHDNQLLMEDDENQHLQLLDKRFYAGAEE I
V
D
E
K
SALKATYQEGVYDQRYMV

NTDB id 420458 M654 RS15575 WP 026587801.1 EASDDMIVMRRDINANGKSICRVNGKLVTIAALREVGRLLLDIHGQHDNQLLMEDDQHLQLLDRYAGEEIDKALKAYQEVYDRYM 170
NTDB id 352 BSU 24240 NP 390304.2 DVSDEMIVMRRDISTSGKSVCRVNGKLVTIASLREIGRLLLDIHGQHDNQLLMEDENHLQLLDKFAGAEVESALKTYQEGYQRYV 170
consensus * !!*!!!!!!!! !!!*!!!!!!!!!!! !!!*!!!!!!!!!!!!!!!!!!!**!!!!!!**!! !** !!! !!! ! !!*

logo

K
N
L
V
L
VKKLVKQLSESEQEMAHRLDL IQFQLDEE I ESAKNLEQLPKNEDELQLQEERQQIASNFYEKIYEGSLQHNAYNALRNSEQAGGLDWVGMASASEQLE

NTDB id 420458 M654 RS15575 WP 026587801.1 NVVKKVKQLSESEQEMAHRLDLIQFQLDEIESANLQPKEDELLQEERQQIANYEKIYEGLQHAYNALRNEQAGLDWVGMASSELE 255
NTDB id 352 BSU 24240 NP 390304.2 KLLKKLKQLSESEQEMAHRLDLIQFQLEEIESAKLELNEDEQLQEERQQISNFEKIYESLQNAYNALRSEQGGLDWVGMASAQLE 255
consensus **!!*!!!!!!!!!!!!!!!!!!!!!*!!!!! ! * !!! !!!!!!!! !*!!!!! !!*!!!!!! !!*!!!!!!!!! !!

logo

D
N
I
VSDE INEGGPLKKI

MSESVASNASYYI
LLEDASTFQI

MRNMLDELEFYDPERLDNFYI ESTRLNE IKQLKRKYGATVEDI LQAEYASASKI EEE IDQR I EQNR
NTDB id 420458 M654 RS15575 WP 026587801.1 NVSEINGGLKKISESVANAYYILEDSTFQIRNMLDELEYDPERLDFIESRLNEIKQLKRKYGATVEDIQAYSAKIEEEIDRIQNR 340
NTDB id 352 BSU 24240 NP 390304.2 DISDINEPLKKMSESVSNSYYLLEDATFQMRNMLDELEFDPERLNYIETRLNEIKQLKRKYGATVEDILEYASKIEEEIDQIENR 340
consensus *!*!! *!!!*!!!! ! !!*!!! !!!*!!!!!!!!*!!!!! *!!*!!!!!!!!!!!!!!!!!!! ! !!!!!!! ! !!

logo DSHLQASLKAKELDESVGKDVAI
VEAAVNVSDQIRKSTWAKKLADGEQIHQQRELKESLYMEKSTFDTEQFKQI

V
K
RTADSARNRDEDEAPLTVNGQVPVQLTEKQGID

NTDB id 420458 M654 RS15575 WP 026587801.1 DSHLQALKAELESVGKDVAIEAVNVSDIRKSWAKKLAGQIQQELKELYMEKSTFDTQFQIKTADARDDAPTVNGVPVQLTKQGID 425
NTDB id 352 BSU 24240 NP 390304.2 DSHLQSLKKELDSVGKDVAVEAANVSQIRKTWAKKLADEIHRELKSLYMEKSTFDTEFKVRTASRNEEAPLVNGQPVQLTEQGID 425
consensus !!!!! !! !!*!!!!!!!*!! !!! !!!*!!!!!! !* !!! !!!!!!!!!! ! **!! **!! !!! !!!!! !!!!

logo

L
SVKRFL I STNTGEPLKSLSKVASGGELSR I

VMLAI
MKS I FSASQQDVTS I I FDEVDTGVSGRVAQAIAEKIHKRVS IGSQVLC ITHLPQV

NTDB id 420458 M654 RS15575 WP 026587801.1 SVRFLISTNTGEPLKSLSKVASGGELSRIMLAMKSIFSAQQDVTSIIFDEVDTGVSGRVAQAIAEKIHRVSIGSQVLCITHLPQV 510
NTDB id 352 BSU 24240 NP 390304.2 LVKFLISTNTGEPLKSLSKVASGGELSRVMLAIKSIFSSQQDVTSIIFDEVDTGVSGRVAQAIAEKIHKVSIGSQVLCITHLPQV 510
consensus !*!!!!!!!!!!!!!!!!!!!!!!!!!*!!!*!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!

logo AAMADTHLLYIATKEQLSKDSGRTTTRSVKTPLSKQEKI
VAE IGRMIAGVEVTDLTKRHAKELLHKQADKLQVKTGTG

NTDB id 420458 M654 RS15575 WP 026587801.1 AAMADTHLLITKQSKSGRTTTSVTPLSKQEKIAEIGRMIAGVEVTDLTKRHAKELLHQAKLVKTGG 576
NTDB id 352 BSU 24240 NP 390304.2 AAMADTHLYIAKELKDGRTTTRVKPLSKQEKVAEIGRMIAGVEVTDLTKRHAKELLKQADQVKTTG 576
consensus !!!!!!!! ! ! ! !!!!! ! !!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!*!! !!! !



X non conserved

X similar

X ≥ 50% conserved


