
logo MIRYPNGKATFYQPKHNASAVSSQNSLQKKRAKPSYSNRGMTLEDDLNETNKMYYLNTHNQS IAVIHKKPTPVQIVNQVDHYPKRSAAVIKEAYFKQSS
NTDB id 420456 M654 RS14415 WP 026587579.1 MIRYPNGKAYQPKNAAS...SLKKKPSYSNRGMTLEDDLNETNMYYLNHSIAVIHKKPTPVQIVQVDYPKRSAAVIKEAYFKQSS 82
NTDB id 117 BSU 22310 NP 390112.1 MIRYPNGKTFQPKHSVSSQNSQKRAPSYSNRGMTLEDDLNETNKYYLTNQIAVIHKKPTPVQIVNVHYPKRSAAVIKEAYFKQSS 85
consensus !!!!!!!! *!!!* !***! !* !!!!!!!!!!!!!!!!!! !!! * !!!!!!!!!!!!!!*!*!!!!!!!!!!!!!!!!!!

logo TTDYNGIYKGRYIDFEAKETKNSKRTSFPLQNFHDHQI EHMKQVKVAQDGICFVI I SAFDEEQI
VYFLEADEKLFYFWDRKEQKNGRKS IRKD

NTDB id 420456 M654 RS14415 WP 026587579.1 TTDYNGIYKGRYIDFEAKETKSRTSFPLQNFHDHQIEHMKQVVAQDGICFVIISAFEEIYFLEAEKLFYFWDRKQKNGRKSIRKD 167
NTDB id 117 BSU 22310 NP 390112.1 TTDYNGIYKGRYIDFEAKETKNKTSFPLQNFHDHQIEHMKQVKAQDGICFVIISAFDQVYFLEADKLFYFWDRKEKNGRKSIRKD 170
consensus !!!!!!!!!!!!!!!!!!!!! *!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!* *!!!!!*!!!!!!!!! !!!!!!!!!!

logo ELEQEATAHYP I SLGYASPR IDYIKS IV IDEQLYFSPSSGAKG
NTDB id 420456 M654 RS14415 WP 026587579.1 ELQEAAHPISLGYSPRIDYIKVIDQLYFSPS..... 198
NTDB id 117 BSU 22310 NP 390112.1 ELEETAYPISLGYAPRIDYISIIEQLYFSPSSGAKG 206
consensus !! ! !*!!!!!! !!!!!! *!*!!!!!!!*****
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