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NTDB id 420431 M654 RS05335 WP 026588581.1 MKFSLKLISVALVAISFIYTVFVVFLCYNNMFVGAYLEYNSKNQLVVEYVEKDSLADYTGLQSGDIILEVNNEKPSTNEPKKSIL 85
NTDB id 91 BSU 31690 NP 391047.2 MKNLIKKFTIAVIVLSILYISYTTYISMNGIIIGTKIHKNDKSQFMIEEISESSYGQFVGLRQGDIILKINKEKPSDKHLKWGYL 85
consensus !! *! **!** *! *! * *** ! * *! ** ! ! ! **! * ! * * !! !!!!! *! !!!! **! !

logo SDHI
V
N
RSLDS I ELRNSGEKI

KIHTLTDKDTFRDELTI
V
TL I

N
R
S
P
Y
D
Y
I
S
F
LFLTFVLVI

LPLVFVFYFLLCS IMI
LC I

VFLYI LKSVNKKTKRKRQSFTASASFYI
LL I LFLLLDVI S IAY I

VSAIGGPVFSR
NTDB id 420431 M654 RS05335 WP 026588581.1 SDVRSLSIERNGEIITTDTRETI..ISYDILFTVLIPVVFYLLCMLCVFLILKSNKTKKQTSSFLLILFLLVISIAYVSIGGVSR 168
NTDB id 91 BSU 31690 NP 391047.2 SHINSLDILRSGKKIHLKDFDLVTLNRPYSFFLFVLPLFFYFLSIICIFYILKVNKKRRSFAAYILILLLLDISIAYISAGGPFR 170
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NTDB id 420431 M654 RS05335 WP 026588581.1 GDKFSRYLNLLTFLSIPASYYHFILQYFKEVGEKFFSNKMLLLYILPILNIVIEILYDLFGILEEPITYINLFSFFIGIALVYAV 253
NTDB id 91 BSU 31690 NP 391047.2 GHIINRYINLFTFISSPILYLQFIQRYLGEIGKTFL.NRISFLYIIPIFNLGIEFFQDYLQVDIDFLATLNLVSFATLTLFSFSA 254
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NTDB id 420431 M654 RS05335 WP 026588581.1 IIYGLIKYKHNEQIYFLKMLMLGNFFGVFPFVVFFVIPILLIGDYIYSAAVVAPCILIIPFSLVYQFISNKIYDVEFLVGRLKYY 338
NTDB id 91 BSU 31690 NP 391047.2 IYLHLNKYKYAEHSFILKLLILTNTLSFAPFLIFFVLPIIFTGNYIFPALASASLLVLIPFGLVYQFVANKMFDIEFILGRMRYY 339
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NTDB id 420431 M654 RS05335 WP 026588581.1 GLLAIIPTIILISSIKLMKYQTGDYYDLRLAVYIYLLMLGVFYLKEILDYRFRLKRFSEKFNYQDSIFKFTQTIRSFTSLNQVLL 423
NTDB id 91 BSU 31690 NP 391047.2 ALLAMIPTLLIVGALVLFDVMDIQMNPVRQTVFFFVVMFAVFYFKEVMDFKFRLKRFSEKFNYQDSIFKYTQLMRGVTSLQQVFK 424
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NTDB id 420431 M654 RS05335 WP 026588581.1 ELKQTILDVLVVSQAHVLRVKNNGSISLLEGETEEYPWIPYEKEVAKVITEIGKIVEVDRGFLIKIGERGGTSYVMLCLSVLNTP 508
NTDB id 91 BSU 31690 NP 391047.2 ELKNTILDVLLVSKAYTFEVTPDHKVIFLDKHEVGPDWNFYQEEFENVTSEIGKIIEVNQGFLMKVGERGGSSYVLLCLSNINTP 509
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logo RLTRDE I SWLEKTLASFYTSVSLMENVLHKI EGELMEHLEKDNLVKQEGPTNPAIWLKNKLMFAI EEKQRSDGLARDLHDSVLQDLMI SLKHRQCGELMFL
NTDB id 420431 M654 RS05335 WP 026588581.1 RLTRDEISWLETLAFYTSVSLENVLKIGELMEHLENVKQEGPNPAWLNKLMFAIEEKQRSDLARDLHDSVLQDMISLKHQGEMFL 593
NTDB id 91 BSU 31690 NP 391047.2 RLTRDEISWLKTLSFYTSVSMENVLHIEELMEHLKDLKQEGTNPIWLKKLMFAIEEKQRSGLARDLHDSVLQDLISLKRQCELFL 594
consensus !!!!!!!!!! !! !!!!!!*!!!!*! !!!!!! *!!!!*!! !! !!!!!!!!!!!! !!!!!!!!!!!!*!!!!*!*!*!!
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NTDB id 420431 M654 RS05335 WP 026588581.1 ADFEKD.KVCTNQIRQRLINMNEQMSTVIQTTRETCQELRPQLLYDLGLVKALSKLAAQHRESSAIEKIRLNTEKFTKVLDLDTQ 677
NTDB id 91 BSU 31690 NP 391047.2 GDFKKDDNPCREEVQDKLVQMNEQMSDVISMTRETCHELRPQLLYDLGLVKALSKLVAQQQERVP.FHIRLNTGRFTASLDLDSQ 678
consensus *!! !!* *! * *!**!!!!!! !! !!!!!*!!!!!!!!!!!!!!!!!!! !!* ! ** *!!!!! *!! !!!!*!
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NTDB id 420431 M654 RS05335 WP 026588581.1 LNLYRIVQELLSNAVKHSKATEVLIMLVCIKEKVVLHYEDNGIGVDQDKLYQNSASMGLSGIRERVRALNGNLDIQTAEGKGFRV 762
NTDB id 91 BSU 31690 NP 391047.2 LNLYRIIQEFLSNAVKHSQATDVLIMLISIQNKIVLHYEDDGVGFDQEKNTEHSMSMGLSGIKERVRALDGRLRIETSEGKGFKA 763
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