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NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
NTDB id 624 LCA RS00040 WP 011373726.1 ....MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNANG...DREADFINCVIWRKSAENFANFTKKGSLVGV 73
NTDB id 113 BSU 40900 NP 391970.1 ....MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQSG...EREADFINCVTWRRQAENVANFLKKGSLAGV 73
NTDB id 420421 M654 RS03000 WP 026589029.1 ....MFNQIMLVGRLTKDPELRYTPDGVPVANITLAVGRYFRNAAG...EMETDFINCTLWRKTAENTAAYCRKGSIIGL 73
NTDB id 112 BSU 36310 NP 391512.2 ....MFNQVMLVGRLTKDPDLRYTSAGAAVAHVTLAVNRSFKNASG...EIEADYVNCTLWRKTAENTALYCQKGSLVGV 73
NTDB id 597 KW2 RS01935 WP 021036727.1 .....MNKTMLIGRLTNAPEISKTTNNKSYVRVTLAVNRRFKNEKG...EREADFISIILWGKSAETLVSYAKKGSLISV 72
NTDB id 583 DLJ51 RS09560 WP 002962590.1 ....MYNKVILIGRLTAAPEMVKTPSNKSVTHITLAVNRRFKTQDG...ERQADFVNVVFWGKLAESLVSYAGKGSLVSL 73
NTDB id 409 SMU RS08940 WP 002263454.1 ....MYNKVILIGRLVATPEMVKTPKDKSVTRVTLAVNRRFKSQDG...EKQADFVNVVLWGRLAETIASYGSKGSLISL 73
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NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGGMPAQGGMNV...........PAQQGSWGQPQQPAKQHQ 149
NTDB id 624 LCA RS00040 WP 011373726.1 DGRLQTRNYENQQGQRVYVTEVVVDNFSLLESRTTTEQRQGDGASQ.NFNSNQSNGS.......QQSGFTSPQQTGNAPA 145
NTDB id 113 BSU 40900 NP 391970.1 DGRLQTRNYENQQGQRVFVTEVQAESVQFLEPKNGGGSGSGG......YNEGNSGGGQYFGGGQNDNPFGGNQNNQRRNQ 147
NTDB id 420421 M654 RS03000 WP 026589029.1 AGRIQTQNGIDSEGNRFFKTEVVARSVRFIGGKAREPADA........................................ 113
NTDB id 112 BSU 36310 NP 391512.2 SGRIQTRSYENEEGVNVYVTEVLADTVRFMDPKPREKAAD........................................ 113
NTDB id 597 KW2 RS01935 WP 021036727.1 EGEIRTRNYTDKNEQKHYITEILGLSYDLLESRATLALRESAV..K.................................. 116
NTDB id 583 DLJ51 RS09560 WP 002962590.1 DGEIRTRHYE.KDGQTHYVTEILAQSFQLLESRAQRALRENNGASD.................................. 118
NTDB id 409 SMU RS08940 WP 002263454.1 DGELRTRKYE.KDGVTHFVTEVLGHSFQLLESRAQRAMRENNSEND.................................. 118
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NTDB id 1166 A1552VC RS00795 WP 000168289.1 PMQQSAPQQYSQPQYNEPPMDFDDDIPF 177
NTDB id 624 LCA RS00040 WP 011373726.1 ANNT...QADPFANNGQAIDISDDDLPF 170
NTDB id 113 BSU 40900 NP 391970.1 GNSF...NDDPFANDGKPIDISDDDLPF 172
NTDB id 420421 M654 RS03000 WP 026589029.1 ............................ 113
NTDB id 112 BSU 36310 NP 391512.2 ............................ 113
NTDB id 597 KW2 RS01935 WP 021036727.1 ...............TEELLLEADELPF 129
NTDB id 583 DLJ51 RS09560 WP 002962590.1 ...............LTDLVLEEEELPF 131
NTDB id 409 SMU RS08940 WP 002263454.1 ...............LADLVLEEEELPF 131
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