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TASSGIKGKRFMLPNAEYMIHQPMGGTGNGTQQTDMA IYJAENLLK TR}
TASSGWKGKRFMLPNAEYMIHQPMGGTGGGTQQTDMATIAAEHLLKTRAI
TASSGWKGKRFMLPNAEYMIHQPMGGTGGGTQQTDMATAAEHLLK TR
TASSGE\XKGKRFMLPNAEYMIHQPMGGTGGGTQQTDMATAAEHLLKTRIEN
TASSGIXKGKRFMLPNAEYMIHQPMGGTGGGTQQTDMATAAEHLLKTRINEN
TASSGIXKGKRFMLPNAEYMIHQPMGGTGGGTQQTDMATIAAEHLLKTRIUMY

I1ASSGIKGKRFMLPNAEYMIHQPMGGTGGGTQQTDMAIAAEHLLK TRIM
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IASSGWKGKRFMLPNAEYMIHQPMGGTGGGTQQTDMAIAAEHLLK TRIER
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