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INRVVLVGRLTKRDVPDELRTYTGPSNSGI
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AVGATFSTMLAVDNRTQYFTNQANQSGDERGEADF I SNCVTIWRRKAQSAENVFCANFLTSKKGSLAVGI

VDGR I
LQTR

NTDB id 113 BSU 40900 NP 391970.1 MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQSGEREADFINCVTWRRQAENVANFLKKGSLAGVDGRLQTR 80
NTDB id 420356 GYM70 RS00040 WP 103752645.1 MINRVVLVGRLTRDPELRTTGSGISVATFTLAVDRQYTNAQGERGADFISCVIWRKAAENFCNFTSKGSLVGIDGRIQTR 80
NTDB id 624 LCA RS00040 WP 011373726.1 MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNANGDREADFINCVIWRKSAENFANFTKKGSLVGVDGRLQTR 80
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logo

S
NYDENKQDQGQRVFYVTEVQVAVEDSNVFAQSFLLEPSKRKNTDGTGRTGEAQSGRGQGQDNSGAGFSYNQTPTDNGNFGNENSGNQQNTSGNNGGSPQNQYFMSGFGPGSTQNDNPFGGNSNPQNQQNNPTGLQRNARSNPSANQAGQSNDNS

NTDB id 113 BSU 40900 NP 391970.1 NYENQQGQRVFVTEVQAESVQFLEPKNGGGSG..SGGYN........EGNSGGGQYFGGGQNDNPFGGNQNNQRRNQGNS 150
NTDB id 420356 GYM70 RS00040 WP 103752645.1 SYDNKDGQRVYVTEVVVDNFALLESRKDREARGQNGGFTPTDNGNFGNQNTNNSPNMGPS.......NQNNPLNSSNQSD 153
NTDB id 624 LCA RS00040 WP 011373726.1 NYENQQGQRVYVTEVVVDNFSLLESRTTTEQRQGDGASQ.....NFNSNQSNGSQQSGFT.......SPQQTGNAPAANN 148
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QDPFAGNDNSGDKQAPTIDI SDDDLPF

NTDB id 113 BSU 40900 NP 391970.1 FNDDPFANDGKPIDISDDDLPF 172
NTDB id 420356 GYM70 RS00040 WP 103752645.1 NTQDPFAGSGDTIDISDDDLPF 175
NTDB id 624 LCA RS00040 WP 011373726.1 TQADPFANNGQAIDISDDDLPF 170
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X ≥ 50% conserved


