
logo

MM
S
A
VLSTIGDKRRLGAAI LLDAQGLYLGTDENDELQRALERHRSEVGGRSLADEVL IVDMSGLML

V
G
SEKRR IAQRATI EDEARFLGIPLVENLHLARVEQI

P
D
PPAKAVKL

NTDB id 1028 TT RS08215 WP 011173991.1 MSVLTIGDKRLGAALLDAGLLTDEELQRALERHREVGGSLAEVLVDMGLLSERRIAQTIEDRFGIPLVELHRVEIPPKVK 80
NTDB id 1306 DR RS10060 WP 027479822.1 .MALSIGDRRLGAILLDQGYLGDNDLQRALERHSEVGGRLADVLIDSGMVGEKRIARAIEEALGIPLVNLLAVQPDPAAL 79
NTDB id 1227 CJJ81176 RS07050 WP 011812800.1 ................................................................................ 0
NTDB id 1410 SGL RS13950 WP 010873519.1 ................................................................................ 0
NTDB id 1384 A4U84 RS08525 WP 010787006.1 ................................................................................ 0
NTDB id 1355 HI 0298 AAC21962.1 ................................................................................ 0
NTDB id 1366 NTHI RS01950 WP 011271972.1 ................................................................................ 0
NTDB id 1168 A1552VC RS11070 WP 000957200.1 ................................................................................ 0
NTDB id 1293 VP RS12240 WP 005479695.1 ................................................................................ 0
NTDB id 1401 DSB67 RS12665 WP 010643259.1 ................................................................................ 0
NTDB id 420273 GYM76 RS03410 WP 220225901.1 ................................................................................ 0
NTDB id 1110 NGFG RS09235 WP 003689817.1 ................................................................................ 0
NTDB id 1251 GCO85 RS07725 WP 011946523.1 ................................................................................ 0
NTDB id 1058 ABD1 RS01615 WP 001274986.1 ................................................................................ 0
NTDB id 1018 ACIAD RS01685 WP 004920473.1 ................................................................................ 0
consensus

logo

A
R
L
S
I
L
P
R
A
P
E
Q
K
TAKLENLKQAFIPFALDEEEAGDGRVLVRVAFLLVDNPLDSSTFLS ILEETLVEDDLSTGFLDVI

VEPYQATLTKRESAEFVLMW
YAI

LAKTHYPELGLEP I
V
P
V
P
VPSGAP

NTDB id 1028 TT RS08215 WP 011173991.1 ALLPAEKAKELKAIPFALDEEAGVVRVAFLNPLDTLSLEEVEDLTGLVVEPYQTTKSAFLYALAKHYPELGLPVPPP..P 158
NTDB id 1306 DR RS10060 WP 027479822.1 RSIRPQTALNLQAFPFALE..GDRLRVALVDPLSSFSIETLEDDSGFDIEPYQALREEVMWAIATHYPELGLEIVVPSGA 157
NTDB id 1227 CJJ81176 RS07050 WP 011812800.1 ................................................................................ 0
NTDB id 1410 SGL RS13950 WP 010873519.1 ................................................................................ 0
NTDB id 1384 A4U84 RS08525 WP 010787006.1 ................................................................................ 0
NTDB id 1355 HI 0298 AAC21962.1 ................................................................................ 0
NTDB id 1366 NTHI RS01950 WP 011271972.1 ................................................................................ 0
NTDB id 1168 A1552VC RS11070 WP 000957200.1 ................................................................................ 0
NTDB id 1293 VP RS12240 WP 005479695.1 ................................................................................ 0
NTDB id 1401 DSB67 RS12665 WP 010643259.1 ................................................................................ 0
NTDB id 420273 GYM76 RS03410 WP 220225901.1 ................................................................................ 0
NTDB id 1110 NGFG RS09235 WP 003689817.1 ................................................................................ 0
NTDB id 1251 GCO85 RS07725 WP 011946523.1 ................................................................................ 0
NTDB id 1058 ABD1 RS01615 WP 001274986.1 ................................................................................ 0
NTDB id 1018 ACIAD RS01685 WP 004920473.1 ................................................................................ 0
consensus



logo

SDGAEGQRKTDGGLKLGELRL ILQTHKGW
YI STDRAEAQLEQEVALDVAEQEQKQTGDEALLGAR I

TL IVSQRKRAGI
L
P
TEDEAQLYERAVLAEQEKGLTETFLEPNSPTESGFIHVPDGEPESAVAL

NTDB id 1028 TT RS08215 WP 011173991.1 SGEGQKDLKLGELLLQKGWISREALEEALVEQEKTGDLLGRILV.RKGLPEEALYRALAEQKGLEFLESTEGIVPDPSAA 237
NTDB id 1306 DR RS10060 WP 027479822.1 SDAGRTGGKLGERLITHGYITDAQLQVALDAQQQTGEALGATLISQRAITEDQLYEVLAEQEGTTFLPNPSGFHPGEEVL 237
NTDB id 1227 CJJ81176 RS07050 WP 011812800.1 ................................................................................ 0
NTDB id 1410 SGL RS13950 WP 010873519.1 ................................................................................ 0
NTDB id 1384 A4U84 RS08525 WP 010787006.1 ................................................................................ 0
NTDB id 1355 HI 0298 AAC21962.1 ................................................................................ 0
NTDB id 1366 NTHI RS01950 WP 011271972.1 ................................................................................ 0
NTDB id 1168 A1552VC RS11070 WP 000957200.1 ................................................................................ 0
NTDB id 1293 VP RS12240 WP 005479695.1 ................................................................................ 0
NTDB id 1401 DSB67 RS12665 WP 010643259.1 ................................................................................ 0
NTDB id 420273 GYM76 RS03410 WP 220225901.1 ................................................................................ 0
NTDB id 1110 NGFG RS09235 WP 003689817.1 ................................................................................ 0
NTDB id 1251 GCO85 RS07725 WP 011946523.1 ................................................................................ 0
NTDB id 1058 ABD1 RS01615 WP 001274986.1 ................................................................................ 0
NTDB id 1018 ACIAD RS01685 WP 004920473.1 ................................................................................ 0
consensus

logo

G
L
L
S
L
MLRASDALRLYGLAVP I

V
D
G
E
F
Q
T
E
N
G
Q
E
GVETVLVLTSDPRHKKREPADI

V
A
D
A
QL ILGNRPAVQRFLMYLATLRPQRADI

WEERLFI ERQRAFYPQKRGNRLGEQVLVQEGKTMLTSSR

NTDB id 1028 TT RS08215 WP 011173991.1 LLLLRSDALRYGAVPIGFQNGEVEVVLSDPRHKEAVAQLLNRPARFYLALPQAWEELFRRAYPQKNRLGEVLVQEGKLSR 317
NTDB id 1306 DR RS10060 WP 027479822.1 GSMLRADALRLLAVPVDETEQGVTVLTSDPRKRPDIDALIGRPVQLMLTRPRDIERLIEQFYPQRGRLGEQLVQEGTLSR 317
NTDB id 1227 CJJ81176 RS07050 WP 011812800.1 ................................................................................ 0
NTDB id 1410 SGL RS13950 WP 010873519.1 .............................................................................MTS 3
NTDB id 1384 A4U84 RS08525 WP 010787006.1 ................................................................................ 0
NTDB id 1355 HI 0298 AAC21962.1 ................................................................................ 0
NTDB id 1366 NTHI RS01950 WP 011271972.1 ................................................................................ 0
NTDB id 1168 A1552VC RS11070 WP 000957200.1 ................................................................................ 0
NTDB id 1293 VP RS12240 WP 005479695.1 ................................................................................ 0
NTDB id 1401 DSB67 RS12665 WP 010643259.1 ................................................................................ 0
NTDB id 420273 GYM76 RS03410 WP 220225901.1 ................................................................................ 0
NTDB id 1110 NGFG RS09235 WP 003689817.1 ................................................................................ 0
NTDB id 1251 GCO85 RS07725 WP 011946523.1 ................................................................................ 0
NTDB id 1058 ABD1 RS01615 WP 001274986.1 ................................................................................ 0
NTDB id 1018 ACIAD RS01685 WP 004920473.1 ................................................................................ 0
consensus



logo

D
E
S

A
Q
S

S
L
K
R
S

K
E
K
A
S
L
M
A
E
Q
R
S

L
V
A
A
F
L
V
Q

H
K
A
T

E
G
L
R
T

L
P
R
S
E

G
N
Y
P
Y
R
K
M
A
H
S
V
F
L

Q
V
K
S
T

N
P
G
I
F
L
F
I
L
V
S
G
A
N
Q
E
T
R

K
L
R
V
I
I
L
T
R
V
A
L
E
Q

G
K
N
A
L
E

E
Q
K
G
F
I
V
Y
H
L
I
A
L
V
N
R
D
S
T

K
V
F
P
A
A
D
Q
S
T
E

D
E
K
N
T
Q
L
A
V
E
M

D
I
R
Q
E
A
H
T
E
Q
S

R
V
Y
L
A
H
I
M
V
Y
L
D
K
T
V
Q
E

A
L
N
K
Q

E
Q
A
V
A
N
R
S
K
Q
V
K
R
A
E
F
T
A
G
S

D
K
G
K
R
T
G
Q
I

E
D
R
S
I
T
M
V
L
E
L
V
P
A
K
Q
D
P
E
E
I
M
T
A
Y

F
I
M
L
F
K
Q
S
I
T
L
V

D
K
A
E
Q
S

D
E
L
V
N
S
Y

F
I
K
S
V
A
T
G

D
G
N
R
H
S
V
E
F
K
L
I

F
I
L
Q
R
T
H
S
L
A
S
T
P
D
H
K
L
S
Q
E

A
M
Q
S
T
L
R
E

C
I
V
L
E
R
T
A
L
R
A
Q
E
A
I
K
L
S
Y
H
T
Q

KKNQLFEAT
V
N
I
L
C
E
K
G
A
S

H
L
Q
V
A
E
R
S
T

K
L
N
E
Q
V
I

Y
L
F

NTDB id 1028 TT RS08215 WP 011173991.1 EALKEALEVQKGLPRAKPLGEILVELGLARPEDVEEALQKQRRGGGRLEDTLVQSG..KLRPEALAQA.......VATQL 388
NTDB id 1306 DR RS10060 WP 027479822.1 DQLREALQVQAREGKVKPLGEVITELGFASPDEVDSALQKQNVGGGRLEDTLVQSG..KLSPEMLARS.......LAAQL 388
NTDB id 1227 CJJ81176 RS07050 WP 011812800.1 .................................MESRM......D....KIFQAYIDNEISLDE...........ICTKF 26
NTDB id 1410 SGL RS13950 WP 010873519.1 SSSSKKSRAVALRNYFSPFGNKLVAGGHVDAEQLRQALVQVKKTGRSLPEELKAVTGRELSPELLRQYKKNQLFELKVLY 83
NTDB id 1384 A4U84 RS08525 WP 010787006.1 ...................................................MSQYT..I.....CEQQ.......TERIF 15
NTDB id 1355 HI 0298 AAC21962.1 ...................................................MTSYA..LLHTQRVTAK.......NGEVF 20
NTDB id 1366 NTHI RS01950 WP 011271972.1 ...................................................MTSYA..LLHTQRVTAQ.......NGEIF 20
NTDB id 1168 A1552VC RS11070 WP 000957200.1 ..............MLTNLVAILRQAELISATQEQAVVTQVSASGTSVPEALLELS..IFHAQELTEQ.......LSHIF 57
NTDB id 1293 VP RS12240 WP 005479695.1 ..............MHSNLSTILRQKGLLTFSQEESLIEQVKASGISMPEALLSSG..FFTSSELAEH.......LSSIF 57
NTDB id 1401 DSB67 RS12665 WP 010643259.1 ..............MLTNLSTVLRQAGILTFSQEESLLEQVKASGISMPEALLSSG..FFQSHELTEH.......LSSVF 57
NTDB id 420273 GYM76 RS03410 WP 220225901.1 ................................................................................ 0
NTDB id 1110 NGFG RS09235 WP 003689817.1 ..............MSVGLLRILVQNQVVTVEQAEHYY.NESQAGKEVLPMLFSDG..VISPKSLAAL.......IARVF 56
NTDB id 1251 GCO85 RS07725 WP 011946523.1 ......MALATEEYRLQGIGQLLVLEKLLDKTKAIELHKLAAAEKISLLQYIVKNK..ILSAEQIALT.......AAQNF 65
NTDB id 1058 ABD1 RS01615 WP 001274986.1 ......MSALHTSPKFTGFFRRLVEEKHVSAATMQTALDAAKRAKQDTVAYLIEEV..HLSPSLLAET.......ISAEF 65
NTDB id 1018 ACIAD RS01685 WP 004920473.1 ......MSAFTTPPKFSGFIRRLVEEGYVNAQNMQQALEKAKKFKQDIVPYLIDNF..SISPLTIAEI.......ISLEF 65
consensus * * * * * * * *

logo

A
D
N
S
T
G
I
E
V
L
Y

D
E
T
S
P
C
E
F
I
L
M
Q
S
Y

F
P
W
T
V
L
E
S
D
F
I
P
L
D
F
G
I
R
E
N
S

C
E
H
K
R
Q
V

A
D
F
N
I
Y
K
E
S
D
P

I
L
R
T
V
Y
P
G
H
S
D
A
Q
T
N
P
R
S
L

G
K
V
F
I
L
W

A
Q
V
E
L
P
C

NLHFVDM
V
R
K
Q

G
L
D
Q
T
N

C
D
K
V
Q
L
I
L
E
V
G
Q

E
M
N
T
Q
D
L

A
K
N
E
Q
R

Q
D
S
K
E

F
Q
L
M
L
I
A
G
P
Y

E
R
L
F
G
L
M

F
L
IPFLEASDLTALCKQVRT

L
E
K
R
F
H
Y
A
D
G
H
L
V
F
K
N
R

C
M
F
I
V
A
F
M
V
L
L
P
H
I
V
L
H
I
N
Q
V
A
F
R
K

H
K
N
S
L
Q
E
R

N
E
Q
T
R

D
P
S
E
N
G
GDPDP

Q
T
H
S
N
G
I
L
N
V
K
S
T
R

F
V
L
F
I
M
V
L
W
Y

F
I
V
L
I
L
G
A
R
M
T
V
V
A
K
D
S

K
N
S
D
E
L
P
C
D
N
R
S
T
K
L
Q
S
N
M
V
Q
I
L
F
L
P
T
A
S
E
Q

L
Q
S
A
M
Q
I
C
E
L

K
Q
E
D
I
K
Q
A
T
E
D

T
L
V
F
I
N
Q
V
K
A
R
R
T
L
A
I
T
L
G
K
R
S
F
H
R
V
I
M
N
A

A
I
K
S
T

NTDB id 1028 TT RS08215 WP 011173991.1 GYPYVDPEEDPPDPGA..............PLLLPEDLCRRYGVFPHRLEG...NRLVLLMKDPRNILALDDVRLALKRK 451
NTDB id 1306 DR RS10060 WP 027479822.1 GYEFLDPIQNPPDPKV..............ALMIPEATARRYVVVPVRLQG...NSLVVAMKDPRNVFALDDLKLITG.. 449
NTDB id 1227 CJJ81176 RS07050 WP 011812800.1 NITSWDFFK.KLANFCNLHFVDLDEDNDFIYEGIPFSLLLKFKFLLIKNND....GFMIIRSKPCSLELLEQVKT..FMI 99
NTDB id 1410 SGL RS13950 WP 010873519.1 GVDSVDPEVAPIA.........TQQMAELIGRFFPLDTCRRFKFLPLAQQEGDPPSVLVAMVDPDNLAAQDELNRILRVK 154
NTDB id 1384 A4U84 RS08525 WP 010787006.1 D........ISPSRWQ.....KNCEEKQLL.........LRYLAVPVQETE...HKLWLAVDDENNLTACEIFA...FMT 67
NTDB id 1355 HI 0298 AAC21962.1 T........ISPDLWE.....RNQQQQSLL.........LRYFALPLKEEN...NRLWLGVDSLSNLSACETIA...FIT 72
NTDB id 1366 NTHI RS01950 WP 011271972.1 T........ISPDLWE.....RNQQQQSLL.........LRYFALPLKEEN...NRLWLGVDSLSNLSACETIA...FIT 72
NTDB id 1168 A1552VC RS11070 WP 000957200.1 GLPETDLSRYDYANLC.....QQLGLRELI.........TRYDALPIAKQG...NLLLLAVSDPTLLQAEEEFR...FAT 117
NTDB id 1293 VP RS12240 WP 005479695.1 GLSQPELSQYEYASLC.....QQLGLRELI.........TRHNALPLHRTP...STLLLAVADPTNQQAEDDFR...FAT 117
NTDB id 1401 DSB67 RS12665 WP 010643259.1 GLSCTSLNQYEYASLC.....QTLGLRDLI.........TRHNALPLNRTS...STLILAVADPTNLQAEDDFR...FAT 117
NTDB id 420273 GYM76 RS03410 WP 220225901.1 ................................................................................ 0
NTDB id 1110 NGFG RS09235 WP 003689817.1 SYSILDLRHYPRHRVL.....MGVLTEEQM.........VEFHCVPVFRRG...DKVFFAVSDPTQMPQIQKTV...SAA 116
NTDB id 1251 GCO85 RS07725 WP 011946523.1 GVPMLDINCIDVGTIP.....VNLVNEKLI.........KRHAMVPLFSRG...TNLYLATDDPSKQASLKEIQ...FHT 125
NTDB id 1058 ABD1 RS01615 WP 001274986.1 AEPYFDLDVYDTSQIP.....KDLVDQKLI.........LKHRILPLIQRG...QILYVATSNPSNIEAIDAIR...FNS 125
NTDB id 1018 ACIAD RS01685 WP 004920473.1 GEPLLDLGVFDPALFL.....KDKIDEKLI.........QKYRIMPLVHRG...HVLYVATSNPTNIEAMDAIR...FNS 125
consensus * * ** ** *** * *** ***** * * * * *



logo

C
H
K
G
LNEF

I
Y
K
L
A
L
N
K
P
E
Q

L
T
I
V
A
D
H
L
R
E
A
R
T
L
P
L
A
I
V

I
L
V

I
M
L
A
V

A
T
D
E
D
Q
T
F
E
H
S

A
H
K
L
S
R
D
A
D
E
Q
K

F
I
L
I
N
Q
A
E
S
T
K

G
Q
T
Y
E
R
A
K

I
V
A
L I
L
G
S
D
N
Q
E
R

A
E
N
W
Q
R
F
I
V
H
Y
L
G
L
R
S
T
F
Y
I
S
T
V
A
P
G

A
H
I
K
N
Q
E
R

A
R
K
E
Q
S

G
I
Q
S
L
M
T
E

E
F
G
H
I
L
P
Q
S

E
G
H
I
K
L
S
W
F
Q
V

A
D
G
K
N
R
Y
E
I
A
F
K
L
E

D
L
A
N
S

D
E
T
G
K
Q

G
Y
L
E
F
V
L
K
E
R
A
E
K
D
Q
S
E
EFG
L
R
I
A
S
N
D
L
Q
E
D
G
K
ELEGNDADEGINSVLTDIVGEG

N
S
L
A
I
L
Q
V
DMNLGRS

K
Q
E
D
D
E
G
N
P
Q
S
I
V

A
D
H
P
S
E
G
K
A
D
F
L
T
E
E
Q
R
S
T
A
Y
D
D
F
H
L
V
E
Q

L
S
T
E
H
I
V
D

I
L
N
W
E
D
Q

A
S
Y
D
N
Q
E

A
L
P
T
E
I

A
N
Q
S
H
D
E

A
E
H
L
N
P
S
T
F
D

N
P
Q
K
S
E
L

D
M
R
E
L
V
Q
S

D
G
K
L
M
N
T
E
A
Q

E
L
N
Q
D
N
Q
D
E
G
D
E
A
S
C
Q
A
P

NTDB id 1028 TT RS08215 WP 011173991.1 GLNYEVAPAVATEAAITKLIERFYGKAELSEIAKEFAK.......................KQAEEEV..PSPLELDESA 506
NTDB id 1306 DR RS10060 WP 027479822.1 ...KEILPAVMAEKDIIRLIERYFGEKGFEKLNKELAE.......................RNKTQQSQEADLSVADESA 503
NTDB id 1227 CJJ81176 RS07050 WP 011812800.1 C..EKIDTAIADELKIAKILNQIRIQEEIKR..............L...............SIKLRLEWQENHKRDDQSC 148
NTDB id 1410 SGL RS13950 WP 010873519.1 G..FELRRLVVTQDDFNQLLEQYYAIREEWEAAQEKRDQERALDKLNDLTDIVGSIDMNLGEDKEDVDNALDSNDANQAP 232
NTDB id 1384 A4U84 RS08525 WP 010787006.1 H..KQIEPVVIASDELKYLLNALSPEQQPIYE.............................ESELAFVEQEQEQLNLNDP 116
NTDB id 1355 HI 0298 AAC21962.1 G..KPVEPILLESSQLKELLQQLTPNQMQVEE.............................QVKFYQHQETHFEQEDDEP 121
NTDB id 1366 NTHI RS01950 WP 011271972.1 G..KPVEPILLESSQLKELLQQLTPHQMQVEE.............................QVKFYQHQETHFEQEDDEP 121
NTDB id 1168 A1552VC RS11070 WP 000957200.1 G..LQVELALADHRALQAAIRRLYGRSIQGAANQGK..E.ISQDELAN......LV.....KVSDDELQSIEDLSQDDSP 181
NTDB id 1293 VP RS12240 WP 005479695.1 G..LQVELVLADFRELSTAIRRLYGRSLSHEKSGLK..E.INQEELAS......LV.....DVGADEIDNIEDLSQDESP 181
NTDB id 1401 DSB67 RS12665 WP 010643259.1 G..LQVELVLADFRELTAAIRRLYGRSLGQEKSGLK..E.INQDELAG......LV.....DIGEDEIENIEDLSQDESP 181
NTDB id 420273 GYM76 RS03410 WP 220225901.1 ..........................................................................MMQEDQ 6
NTDB id 1110 NGFG RS09235 WP 003689817.1 G..IAVELVIVEDDQLAGLLDWVGSRSTSL..LQEL..........GE......GQ.....EEEESHTLYIDNEEAEDGP 171
NTDB id 1251 GCO85 RS07725 WP 011946523.1 G..LNTHAIVVETDKLSALIDNLLTAKESQGLSEYVEDS.GDLEGLEI......SA.....D.DEDQDIDTATSVTDDAP 190
NTDB id 1058 ABD1 RS01615 WP 001274986.1 K..LLVEPVIVEHHKLEKVLGQHFAEESSFDFNDE...E.FD...LDV......NL.....DGPTAQEDEEEAPQGDEAP 185
NTDB id 1018 ACIAD RS01685 WP 004920473.1 K..LKVEPIIVEHDKLERLLSEHFVEETHFNFDTE...E.LD...LDV......EV.....DPHTTDDDDEDDKLKDEAP 185
consensus * ** **** * ** * ** *

logo

A
L
I
V
P
Q
I
S
V

E
N
Q
K
R
I
S
V
F
L
Y

F
L
V
I
H
K
D
N
F
N
S
K
Q

T
V
L
I
I
F
L
A
H
K
S
E
I
R
L

F
K
E
S
D
C
I
A
A
F
I
V
L
A
D
S
L
Q
R
E
F
S
M
Q
K
H
R
S
D
N
G
T
ASDLIHVLIFEAFTPQTLRYKNAQEEHQRKDNAEKNTYDMSQAFLVYI

K
L
Q
R I
VRMYFLRKQCVIDGQAIVLNVHIQRNLQPEAFRTVYIQFKLNSVPQADNILSTQFILPLAESPANRISLKADKGISHQVAFILLRTYSAEGKPQTSRNAQRVILMSTVAI FASHVRFVILKFLVI LMGASCDGHRNQKMLNDLI SAEHLSNKRRKQSIVLTPQDGGKSQRLMVFI ESVQRKI

M
R
Y
F
L
D
I
N
R
T
K

NTDB id 1028 TT RS08215 WP 011173991.1 AQKFVKQVIREAFLQDASDIHIEPRQNDVQVRLRIDGALRPYSTL.PKGALNAVISVVKIMGGLNIAEKRLPQDGRVRYR 585
NTDB id 1306 DR RS10060 WP 027479822.1 IVQVVDSIIREAALQDASDIHIETTEDAVKVRYRIDGALREQNSF.PKGAAQQIMARLKIMGHLDIAERRVPQDGRVRFK 582
NTDB id 1227 CJJ81176 RS07050 WP 011812800.1 ISQIFDFLLHEILSFHASDIHIEARNDDALIRFRVDGILREFAIF.EKDIYEALVFHVKFLACLNLAESRKTQDGSFELD 227
NTDB id 1410 SGL RS13950 WP 010873519.1 VINLVNKILAKALQEGTSDIHVEPQEETLRIRFRKDGVLNQAFDPLPRKITPAVVARFKIMADMDIAERRSPQDGKIRRI 312
NTDB id 1384 A4U84 RS08525 WP 010787006.1 IIQLLDNLFKFCLAQNASDIHIEPRKQKLIIRLRIDGVLHLYKSL.SIQLASRLISRIKLLAKLDISELRQPQDGQFSFT 195
NTDB id 1355 HI 0298 AAC21962.1 VIRLLNQIFESALQKNASDIHLETLADQFQVRFRIDGVLQPQPLI.SKIFANRIISRLKLLAKLDISENRLPQDGRFQFK 200
NTDB id 1366 NTHI RS01950 WP 011271972.1 VIRLLNQIFESALQKNASDIHLETLADQFQVRFRIDGVLQPQPLI.SKIFANRIISRLKLLAKLDISENRLPQDGRFQFK 200
NTDB id 1168 A1552VC RS11070 WP 000957200.1 VSRFINQVLLDAVRKGASDIHFEPYENQYRIRLRCDGILVETQQP.ASHLSRRLAARIKILSKLDIAERRLPQDGRIKLR 260
NTDB id 1293 VP RS12240 WP 005479695.1 VSRYINQILLDAVRKGASDIHFEPYEKMYRVRLRCDGILIETQQP.PNHLSRRLSARIKILSKLDIAERRLPQDGRIKLK 260
NTDB id 1401 DSB67 RS12665 WP 010643259.1 VSRYINQILLDAVRKGASDIHFEPYENMYRVRLRCDGILIEIQQP.PSHLSRRLSARIKILSKLDIAERRLPQDGRIKLK 260
NTDB id 420273 GYM76 RS03410 WP 220225901.1 LVESLDKLLLSALDKRASDIHFEPYQNYYRIRMRIDGVLQNRLIP.PLSLAKQITARLKIMANLNIAEHRLPQDGQLVIN 85
NTDB id 1110 NGFG RS09235 WP 003689817.1 VPRFIHKTLSDALRSGASDIHFEFYEHNARIRFRVDGQLREVVQP.PIAVRGQLASRIKVMSRLDISEKRIPQDGRMQLT 250
NTDB id 1251 GCO85 RS07725 WP 011946523.1 IVKFVNKILLDAIRQGASDIHFEPYEREYRIRYRQDGILHEVATP.PASLSSRITARIKVMSNLDISERRIPQDGGFKMK 269
NTDB id 1058 ABD1 RS01615 WP 001274986.1 IVKYINKLLIDAIRMGASDLHFEPYEKSYRVRYRVDGVLRQIANP.PLQLANRLASRLKVMSQMDISEKRVPQDGRIKLK 264
NTDB id 1018 ACIAD RS01685 WP 004920473.1 IVKYINKLLIDAIRMSASDLHFEPYEKSYRVRYRVDGVLRLIATP.PLQLATRLASRLKVMSQMDISEKRVPQDGRIKLK 264
consensus *** ** ** *** *!!*! !* * ***!*!*!!*! * * * ** **!** *** !*!**!!!*****



logo

E
I
K
M
Y
F
T
L

A
E
N
Q
T
S

L
R
F
Q
K
GNAG
D
S
E
I
R
D
K
T

K
N
P
R
D
I
T
A

Y
V
L
I
A
DLMFR I

L
V
A
N
S
C
S
T
C
LPLSVTRSHVILANWFYGESKALVICVI

M
LRAVILMQLNKQDHKPNSGHDAKSEKPASDENSTVAAKNQMEISFPLNTESGDFLIALSYNEDFDEAQKL INGTLMFYAGESTNDNEPDFGKSVYENQDTVNQFRYLQKKLETAQI

N
A
R
T
L
V
L
Y
F
R
T
M
Q
K
L
D
Q
K
N
R
E
L
S
V
I
A
A
I
L
A
E
N
Q
D
H
K
R
S

Y
K
Q
RPNYQGI

L
M
M
V
F
L
I LLIMVTGPTGSGKSTMFTIVTSCTLFYASTI

T
V
C
A
GLARSQKN

NTDB id 1028 TT RS08215 WP 011173991.1 E..GAIDVDLRLSTLPTVYGEKAVMRLLKKASDIPEIEDLGFAPGVFERFKEVISKPYGIFLITGPTGSGKSFTTFSILK 663
NTDB id 1306 DR RS10060 WP 027479822.1 K..GSIDLDLRLSTLPTVYGEKAVMRLLQKASNIPELEQLGFSEYNYARYTEIIERPNGIFLVTGPTGSGKSFTCFSTLK 660
NTDB id 1227 CJJ81176 RS07050 WP 011812800.1 FE..NERYDFRVSCLPLIYGESVVIRILKHDKEILDLYKLNLGNKNLEILKKILHRPNGMILLTGPTGSGKSTTLYACLN 305
NTDB id 1410 SGL RS13950 WP 010873519.1 YQ..GRKVDFRVNTLPSRYGEKVCLRILDNSATQLGLDFLITNPETLQTVRELAARPYGLMLVTGPTGSGKSTTLYSVLA 390
NTDB id 1384 A4U84 RS08525 WP 010787006.1 TAL.ADTLDFRVSSLPTIYGEKLVLRLQKNKPTSFDFLQLGFNPQQQTTLLNALKQPQGLILVTGPTGSGKSITLYSALN 274
NTDB id 1355 HI 0298 AAC21962.1 TTF.SDILDFRLSTLPTHWGEKIVLRAQQNKPVELSFSELGMTENQQQAFQRVLSQPQGLILVTGPTGSGKSISLYTALQ 279
NTDB id 1366 NTHI RS01950 WP 011271972.1 TTF.SDILDFRLSTLPTHWGEKIVLRAQQNKPVELSFAELGMTENQQQAFQRSLSQPQGLILVTGPTGSGKSISLYTALQ 279
NTDB id 1168 A1552VC RS11070 WP 000957200.1 LSR.DTAIDMRVSTLPTLWGEKIVLRLLDSSAANLDIDKLGYNPQQKQLYLNALKRPQGMILMTGPTGSGKTVSLYTGLR 339
NTDB id 1293 VP RS12240 WP 005479695.1 LNQ.DTAIDMRVSTLPTLFGEKIVLRLLDSSSASLDIDKLGYSEQQKQLYLEALRRPQGMILMTGPTGSGKTVSLYTGLN 339
NTDB id 1401 DSB67 RS12665 WP 010643259.1 LNQ.DTAIDMRVSTLPTLFGEKIVLRLLDSSSAALDINKLGYSDSQKQLYLDALRRPQGMILMTGPTGSGKTVSLYTGLS 339
NTDB id 420273 GYM76 RS03410 WP 220225901.1 ......NYAMRIATLPVINGEKIVLRVMDNHESELTINDLGLTEQDLLTLKQILDYPQGLILVTGPTGSGKTMTLYSALK 159
NTDB id 1110 NGFG RS09235 WP 003689817.1 FQKGGKPVDFRVSTLPTLFGEKVVMRILNSDAASLNIDQLGFEPFQKKLLLEAIHRPYGMVLVTGPTGSGKTVSLYTCLN 330
NTDB id 1251 GCO85 RS07725 WP 011946523.1 ISK.SRAIDFRVSTCPTSAGEKVVMRVLDSGAAKLGIEALGFNPVQRTNFLKAIQRPQGMILVTGPTGSGKTVTLYTALN 348
NTDB id 1058 ABD1 RS01615 WP 001274986.1 LSK.SKAIDFRVNSLPTLFGEKLVLRILDPSSAMLGIDALGYEEDQKALFMEALDKPQGMLLITGPTGSGKTVSLYTGLN 343
NTDB id 1018 ACIAD RS01685 WP 004920473.1 MSK.SKTIDFRVNSLPTLFGEKIVLRILDPASAMLGIDALGYEPEQKALFMEALNKPQGMLLITGPTGSGKTVSLYTGLN 343
consensus ***!****!***!!****!** * ** !** * * * *!*!**!*!!!!!!!!*******!*

logo

H
Y
E
R
W
I
R
I
L
K
A
N
Q
S
K
T
A
M
S
I
E
P
H
Q
S
D
E
A
C
S
I
V
K
K
H
N
T
I
A
C
I
L
N
Q
T
M
S
C
S
T
V
I
AEDPAIVEYIAPYKENVILSDEPLGLVIQTVINQI

S
T
V
A
L
N
Q
L
I
V
I
Q
N
D
H
N
S
R
P
E
S
Q
K
K
Q
T
A
V
I
Q
G
V
M
F
L
E
G
D
TFNSAGNQSVAERVILALKRTAS ILFMLRQDPDVIMVI FLMI

L
VGETIRDHKQSELDESTLAMRDKEMTIATVLIQERKASALQTGHMLLVFIMLTASTLH

NTDB id 1028 TT RS08215 WP 011173991.1 RIATPDKNTQTIEDPVEYEIPGINQTQVNPQAGLTFARALRAFLRQDPDIIMVGEIRDSETAKIATEAALTGHLVIATLH 743
NTDB id 1306 DR RS10060 WP 027479822.1 RIAKPEKNTTTIEDPIEYEVPGIVQSQVNNSTGMTFARALRAFLRQDPDIIFVGEIRDQETAKIAVEAALTGHMVLATLH 740
NTDB id 1227 CJJ81176 RS07050 WP 011812800.1 ELKSIEKKIISAEDPIEYKIPLVQQILLNSKVGVEFNSVLRAILRQDPDIIMIGEIRDEESLDIALKASLTGHLLLSTLH 385
NTDB id 1410 SGL RS13950 WP 010873519.1 ERNSPEVNINTAEDPIEYALPGITQVQVIREKGMDFSNILRAFMRQDPDVILVGETRDKETAKTAIEAALTGHLVLTTLH 470
NTDB id 1384 A4U84 RS08525 WP 010787006.1 YLNQMDKHILTAEDPVEIEIDGLIQTQVNRSIQLDFSQLLRTFLRQDPDIIMLGEIRDEESAKMALRASQTGHLVLSTLH 354
NTDB id 1355 HI 0298 AAC21962.1 WLNTPDKHIMTAEDPIEIELDGIIQSQINPQIGLDFNRLLRTFLRQDPDIIMLGEIRDEESAMIALRAAQTGHLVLSTLH 359
NTDB id 1366 NTHI RS01950 WP 011271972.1 WLNTPDKHIMTAEDPIEIELDGIIQSQINPQIGLDFSRLLRAFLRQDPDIIMLGEIRDEESARIALRAAQTGHLVLSTLH 359
NTDB id 1168 A1552VC RS11070 WP 000957200.1 ILNTSQINISTAEDPVEINLSGINQVQVQPKIGFGFAEALRSFLRQDPDVVMVGEIRDLETAEIAVKAAQTGHLVLSTLH 419
NTDB id 1293 VP RS12240 WP 005479695.1 ILNKPEINISTAEDPVEINLSGINQVQVQPKIGFGFAEALRSFLRQDPDVVMVGEIRDLDTAEIAIKASQTGHLVLSTLH 419
NTDB id 1401 DSB67 RS12665 WP 010643259.1 ILNKPEINISTAEDPVEIYLPGINQVQVQPKIGFGFAEALRSFLRQDPDVVMVGEIRDLDTAEIAIKASQTGHLVLSTLH 419
NTDB id 420273 GYM76 RS03410 WP 220225901.1 HLNKAECNICCVEDPIEIPLEGINQTAINHKAGLTFSVILRALLRQDPDVMMIGEIRDHETAEIAIQAAQTGHLVLSTLH 239
NTDB id 1110 NGFG RS09235 WP 003689817.1 ILNTESVNIATAEDPAEINLPGINQVNVNDKQGLTFAAALKSFLRQDPDIIMVGEIRDLETADIAIKAAQTGHMVFSTLH 410
NTDB id 1251 GCO85 RS07725 WP 011946523.1 ILNTIEVNISTAEDPVEIKVPGINQVNINPKAGLTFSGALRSFLRQDPDIIMVGEIRDLETAEIAIKAAQTGHLVLSTLH 428
NTDB id 1058 ABD1 RS01615 WP 001274986.1 ILNTESSNISTAEDPVEINLEGINQVNVNPKVGLTFAAALKSFLRQDPDIIMVGEIRDLETAEIAIKAAQTGHMVMSTLH 423
NTDB id 1018 ACIAD RS01685 WP 004920473.1 ILNTEHANISTAEDPVEINLEGVNQVNVNPKVGLTFAAALRSFLRQDPDIIMVGEIRDLETAEIAIKAAQTGHLVMSTLH 423
consensus *** * ** **!!!*!* * ***!********* ! *!****!!!!!****!!*!! *****!**!**!!!****!!!



logo TNNSDSAVILPAAQGSEATLVIADENVISTRMLAENVDQRSLDEQNLMQGAIVAKPQEETNQPSHYFMLENVLI EKQSAGATNSASVL IKMTNLSGL IVMLI SAQRLLMAVRRKI
V
LC

E
N
Q
T
K
P
S

S
W
E
Y
H
K
QCGRKARVGIQKAENVPGIRSTYALQVACDHINRSKEEKQRDAFILVHPNYDPSTEILNSVAKP I

L
R
S
E
Q

A
E
G
T
V
S
L

Q
L
I
K
L
Q
R
S

Q
H
R
E
I
V
F
M
L
A
G
L
I
F
A
K
Q
S
T

A
N
T
D
P
E
N
Q
R
S
A
E
T

G
E
D
D
N
Q
I
L
E
Q
R
V
A
H
K
N
Q
V
G

Q
V
P
E
N
P
T
D

FYKANSLSPDEFI EH

NTDB id 1028 TT RS08215 WP 011173991.1 TNDAAQAITRLDEMGVEPFNISAALIGVLSQRLVRRVCEHCKVEVK.PDPETLRRLGLSEAEIQG............... 807
NTDB id 1306 DR RS10060 WP 027479822.1 TNDAPGAVTRLEEMGIENFNISAAVMGVLAQRLVRRVCSECKQPTN.ADPEVLRRLGISERDIRG............... 804
NTDB id 1227 CJJ81176 RS07050 WP 011812800.1 TNDALSTIDRLLDMQAKSYLIASALSLVIAQRLVRKLCPWCKQKSKKHYI...........................EFE 438
NTDB id 1410 SGL RS13950 WP 010873519.1 TNDAAGAIARLDEMGVEPFMVSGSLLGVLAQRLMRKVCTECRIAYH.PSKEELSRFGLSASGDEVVTFYKANSLSPDEIH 549
NTDB id 1384 A4U84 RS08525 WP 010787006.1 TNDALSAVERLLQLGIQEYEIQNSLLLVIAQRLVRKLCKKCRGVGC.................................. 400
NTDB id 1355 HI 0298 AAC21962.1 TNDAISAISRLQQLGIQQYEIKNSLLLVIAQRLVRKLCSKCGGNLA.................................. 405
NTDB id 1366 NTHI RS01950 WP 011271972.1 TNDAISAISRLQQLGIQQHEIENSLLLVIAQRLVRKICPKCGGNLI.................................. 405
NTDB id 1168 A1552VC RS11070 WP 000957200.1 TNSAAETVIRLANMGVEPFNLASSLSLIIAQRLARRLCKHCKIAVR.PSALLQSQFAFQPNEI................. 481
NTDB id 1293 VP RS12240 WP 005479695.1 TNSAAETIIRLSNMGVESFNLASSLSLIIAQRLARKLCPYCKQPQE.HTVQL.QHLGIQTTDN................. 480
NTDB id 1401 DSB67 RS12665 WP 010643259.1 TNSAAETVIRLSNMGVESFNLASSLSLIIAQRLARKLCPYCRQPQE.PNSQL.QHIGIANTEQ................. 480
NTDB id 420273 GYM76 RS03410 WP 220225901.1 TNSSVEAIVRLNQMGIKNYLLSSSLKLVIAQRLVRKLCQHCKVVASELTLI........D....NQP............. 294
NTDB id 1110 NGFG RS09235 WP 003689817.1 TNNAPATLSRMLNMGVAPFNIASSVSLIMAQRLLRRLCSSCKQEVERPSASALKEVGFTDEDLAK.D............. 476
NTDB id 1251 GCO85 RS07725 WP 011946523.1 TNSAAETLNRLVNMGIPTFNIASSVTLIIAQRLARKLCNQCKAVRDDFTNQGLIELGFKEADLV..N............. 493
NTDB id 1058 ABD1 RS01615 WP 001274986.1 TNSAPETLTRLRNMGVPSFNIATSVNLVIAQRLARRLCSQCKIPA.DIPKQSLLEMGFTEQDLAHPD............. 489
NTDB id 1018 ACIAD RS01685 WP 004920473.1 TNNAAETLTRLRNMGVASFNIATSVNLVIAQRLARRLCSQCKRPI.QVPERSLLEMGFTPEDLAQPE............. 489
consensus !! * * !* **** *** *** ****!!!*!**! !* * *

logo

G
S
W
A
F
I
L

A
E
N
P
Q
Y
F
K
R

E
F
H
I
Q
V
R
L

M
Q
A
Y
F

I
Q
E
R
K
N

G
A
P
A
K
N
T
D
M
V

L
N
G
S
C
H
L
P
Q
C
D
E
N

Q
K
D
R
EC

S
V
Y
G
H
R
T

H
G
E
G
H
T
S
QGFYFLSRKGRAEMYTIVALGLVIAFHYQECFLVLMAEMSHPRVKNRMWFIVNQSDTAKTDQPEDKRNSEDGKMVILGQRASCHKQREQTVILALIGNRVIMNSTAKQERDNGKRQAGDPTNSEKSTIVAADVTHLDGIQREFYLIDMRAKLERAEDKACIQTVLSTAALQRSVYEIKGPRSTYEQAKKQSYTELNNDGLRFMEILRKNSVQDSNTI

M
L
F
L
Q
R
A
M
Q
R
E

Q
Y
A
D
S
A
S
G
F
K
I
L
L
N
Q
Y
K
E
L
K
I
A
L
V
E
R
L
Q
S
M
K

E
Q
Q
G
Y
V
L
ITNDTS IEFLDRSTAKQEE I

L
V
D
T
E
L
Q
N

A
R
N
R
V

NTDB id 1028 TT RS08215 WP 011173991.1 ARLYKGMGCERCGGTGYKGRYAIHELLVVDDEIRHAIVAGKSATEIKEIAR.RKGMKTLREDGLYKALQGITTLEEVLAR 886
NTDB id 1306 DR RS10060 WP 027479822.1 ANLMRGTGCPRCGGTGYKGRMGIHELMVMDDSLRRTIGAGRPAAEIRDVALGESGLRSLRQDGIEKALQGLTTLEEVLAV 884
NTDB id 1227 CJJ81176 RS07050 WP 011812800.1 GEFFEPKGCERCHHSGFFGRELIAECLEINEDLACAIRENQDKTILMELAK.KYGFQTMFEQGLKKAKEGLTSIDELLRV 517
NTDB id 1410 SGL RS13950 WP 010873519.1 LARQKGNLCQKCSGSGYKGRVGVYEVMRNSERIAELINQGATTDRIKDCAV.EEGMITLLAYSLNLVQEGYTTLEEVERV 628
NTDB id 1384 A4U84 RS08525 WP 010787006.1 .........DECY.QGYRGRIGVYQCLSRTAKK............FDKQTA.YLDFSSLRESAKQKIEQQLTNETEVDRV 457
NTDB id 1355 HI 0298 AAC21962.1 .......NSCDCH.QGYRGRIGVYQFLHWQQND............Y......QTDFKNLRASGLEKVSQGITDEKEIERV 459
NTDB id 1366 NTHI RS01950 WP 011271972.1 .......NSCDCH.QGYRGRIGVYQFLHWQQNG............Y......QTDFENLRESGLEKVSQGITDEKEIERV 459
NTDB id 1168 A1552VC RS11070 WP 000957200.1 LYEANAAGCNECT.GGYSGRVGIYEVMAFNTELAEAIMQRASIHQIERLAK.ANGMQTLQESGLEKLREGITSFAELQRV 559
NTDB id 1293 VP RS12240 WP 005479695.1 IFRANPDGCNECT.HGYSGRTGIYEVMRFDESLSEALIKGASVHELEKLAI.ANGMSTLQMSGIEKLKQGITSFSELQRV 558
NTDB id 1401 DSB67 RS12665 WP 010643259.1 IFQANPDGCNECT.HGYSGRTGIYEVMKFDESLSEALIKGASVHELEKLAI.ANGMQTLQMSGIEKLKQGITSFRELQRV 558
NTDB id 420273 GYM76 RS03410 WP 220225901.1 SPHFIAMGCDKCV.GGYLGRVGVYELLMVTPEVQQQIITNQPI.......S.PQNRVTLLQAGFKLVQQGITTLAELNRV 365
NTDB id 1110 NGFG RS09235 WP 003689817.1 WKLYRAVGCDRCRGQGYKGRAGVYEVMPISEEMQRVIMNNGTEVGILDVAY.KEGMVDLRRAGILKIMQGITSLEEVTAN 555
NTDB id 1251 GCO85 RS07725 WP 011946523.1 LKLYKAVGCEQCT.SGYRGRVGLFEVLPMTKELGQLIMSGGNSLDILKLAQ.SEGMLTIFQSGIEKVKEGITTIEEVNRV 571
NTDB id 1058 ABD1 RS01615 WP 001274986.1 FRVFQPVGCLECR.EGYKGRVGIYEVMKVTPEISKIIMEDGNALEIAAASE.KLGFNNLRRSGLKKVMQGVTSLQEVNRV 567
NTDB id 1018 ACIAD RS01685 WP 004920473.1 FQIFEPVGCHDCR.EGYKGRVGIYEVMKITPEISKIIMEDGNALEIAATAE.TLGFNNLRRSGLKKVMQGVTSLQEINRV 567
consensus ** ! !**!!******* * ** * * * ** *** ** ***!** !* **



logo

V
L
T
A
F
I
N
R
V
S
Y
G

S
T
Y
D
K
F
E

D
E
V
N
L
S
T
V

G
I
G
L
ESEMRAKRKSALTCRTCAAELQQEWLDCPYCMTSRFS

NTDB id 1028 TT RS08215 WP 011173991.1 TIE......................................... 889
NTDB id 1306 DR RS10060 WP 027479822.1 TAS......................................... 887
NTDB id 1227 CJJ81176 RS07050 WP 011812800.1 VR.......................................... 519
NTDB id 1410 SGL RS13950 WP 010873519.1 TFTDTGLESEMRAKRKSALTCRTCAAELQQEWLDCPYCMTSRFS 672
NTDB id 1384 A4U84 RS08525 WP 010787006.1 LGYE........................................ 461
NTDB id 1355 HI 0298 AAC21962.1 LGKNL....................................... 464
NTDB id 1366 NTHI RS01950 WP 011271972.1 LGKNS....................................... 464
NTDB id 1168 A1552VC RS11070 WP 000957200.1 LYF......................................... 562
NTDB id 1293 VP RS12240 WP 005479695.1 LYF......................................... 561
NTDB id 1401 DSB67 RS12665 WP 010643259.1 LYF......................................... 561
NTDB id 420273 GYM76 RS03410 WP 220225901.1 LGEVVIG..................................... 372
NTDB id 1110 NGFG RS09235 WP 003689817.1 TND......................................... 558
NTDB id 1251 GCO85 RS07725 WP 011946523.1 TVD......................................... 574
NTDB id 1058 ABD1 RS01615 WP 001274986.1 TSE......................................... 570
NTDB id 1018 ACIAD RS01685 WP 004920473.1 TSE......................................... 570
consensus

X non conserved

X similar

X ≥ 50% conserved


