
logo MNKKTRQTL IGLLVLLLLSATGSYYIKQNMEPLSGANPQNASAPKTKNMLSQKSKQSAPSDEAPGSQALAESVLTDAVKNSQVIKGSLEWNGSGAF IVNGNKT
NTDB id 42025 SPPN RS09950 WP 001036778.1 MNKKTRQTLIGLLVLLLLSAGSYYIKQNELGNQAAKTKMSQKSQSPDAPGQALAESVLTDAVKNQVKGSLEWNGSGAFIVNGNKT 85
NTDB id 262 KZH43 RS08770 WP 001036779.1 MNKKTRQTLIGLLVLLLLSTGSYYIKQMPSAPNSPKTNLSQKKQASEAPSQALAESVLTDAVKSQIKGSLEWNGSGAFIVNGNKT 85
NTDB id 221 SPD RS09380 WP 001036779.1 MNKKTRQTLIGLLVLLLLSTGSYYIKQMPSAPNSPKTNLSQKKQASEAPSQALAESVLTDAVKSQIKGSLEWNGSGAFIVNGNKT 85
NTDB id 187 SPR RS08930 WP 001036779.1 MNKKTRQTLIGLLVLLLLSTGSYYIKQMPSAPNSPKTNLSQKKQASEAPSQALAESVLTDAVKSQIKGSLEWNGSGAFIVNGNKT 85
NTDB id 152 SP RS09870 WP 001036779.1 MNKKTRQTLIGLLVLLLLSTGSYYIKQMPSAPNSPKTNLSQKKQASEAPSQALAESVLTDAVKSQIKGSLEWNGSGAFIVNGNKT 85
consensus !!!!!!!!!!!!!!!!!!!*!!!!!!!********!!**!!!*!***!!*!!!!!!!!!!!!!*!*!!!!!!!!!!!!!!!!!!!

logo NLNDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNREKETGNGSTSWTPPGWHQVKNLKGSYTHAVDRGHLLGYAL IGGL
NTDB id 42025 SPPN RS09950 WP 001036778.1 NLNAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNREETGNGSTSWTPPGWHQVKNLKGSYTHAVDRGHLLGYALIGGL 170
NTDB id 262 KZH43 RS08770 WP 001036779.1 NLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQVKNLKGSYTHAVDRGHLLGYALIGGL 170
NTDB id 221 SPD RS09380 WP 001036779.1 NLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQVKNLKGSYTHAVDRGHLLGYALIGGL 170
NTDB id 187 SPR RS08930 WP 001036779.1 NLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQVKNLKGSYTHAVDRGHLLGYALIGGL 170
NTDB id 152 SP RS09870 WP 001036779.1 NLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQVKNLKGSYTHAVDRGHLLGYALIGGL 170
consensus !!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo DGFDASTSNPKNIAVQTAWANQAQAEDYSTGQNYYESKVRKALDQNKRVRYRVTLYYASNEDLVPSASQI EAKSSDGELEFNVLVP
NTDB id 42025 SPPN RS09950 WP 001036778.1 DGFDASTSNPKNIAVQTAWANQAQAEDSTGQNYYESKVRKALDQNKRVRYRVTLYYASNEDLVPSASQIEAKSSDGELEFNVLVP 255
NTDB id 262 KZH43 RS08770 WP 001036779.1 DGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVTLYYASNEDLVPSASQIEAKSSDGELEFNVLVP 255
NTDB id 221 SPD RS09380 WP 001036779.1 DGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVTLYYASNEDLVPSASQIEAKSSDGELEFNVLVP 255
NTDB id 187 SPR RS08930 WP 001036779.1 DGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVTLYYASNEDLVPSASQIEAKSSDGELEFNVLVP 255
NTDB id 152 SP RS09870 WP 001036779.1 DGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVTLYYASNEDLVPSASQIEAKSSDGELEFNVLVP 255
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo NVQKGLQLDYRTGEVTVTHQTQ
NTDB id 42025 SPPN RS09950 WP 001036778.1 NVQKGLQLDYRTGEVTVTHTQ 276
NTDB id 262 KZH43 RS08770 WP 001036779.1 NVQKGLQLDYRTGEVTVTQ.. 274
NTDB id 221 SPD RS09380 WP 001036779.1 NVQKGLQLDYRTGEVTVTQ.. 274
NTDB id 187 SPR RS08930 WP 001036779.1 NVQKGLQLDYRTGEVTVTQ.. 274
NTDB id 152 SP RS09870 WP 001036779.1 NVQKGLQLDYRTGEVTVTQ.. 274
consensus !!!!!!!!!!!!!!!!!!*

X non conserved

X similar

X ≥ 50% conserved


