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NTDB id 419960 M662 RS12095 WP 008638260.1 MLDKVEGLVIRTNDYGETHKVVTLMTREKGKIAVMARGAKKPKSRMSSVTQPFIHGMYLIHSGSGLGSMSQGEMLSSLRSIREDI 85
NTDB id 118 BSU 25280 NP 390406.2 MLTKCEGIVLRTNDYGETNKIVTLLTREHGKIGVMARGAKKPNSRLSAVSQPFLYGSFLMQKTSGLGTLQQGEMILSMRGIREDL 85
consensus !! !*!!*!*!!!!!!!!*!*!!!*!!!*!!!*!!!!!!!!! !!*! !*!!!**! *!** !!!!** !!!!* !*! !!!!*

logo

F
V
K
LTAYAASYI

VAELTVDKRGLMTEEKKQPDNPFYLFEFQI
LLEQSTLKSQWLMNEGKTDPDNI

V
I
L
S
T
F
M
I
M
V
Y
E
Q
L
MKMF

L
G
K
K
V
A
MGFLAYPEVLVDNHQC I

VHCGKSQDEGPTFHSFS IVRVDEGNG
NTDB id 419960 M662 RS12095 WP 008638260.1 VKTAYASYIAELTDKLMEEKQPDPFLFEQLLQTLSWMNEGKDPNILSMMYELKMFKKAGFAPVVDQCIHCGSQEGPFSFSIVEGG 170
NTDB id 118 BSU 25280 NP 390406.2 FLTAYAAYVAELVDRGTEEKKPNPYLFEFILESLKQLNEGTDPDVITFIVQMKMLGVMGLYPELNHCVHCKSQDGTFHFSVRDNG 170
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NTDB id 419960 M662 RS12095 WP 008638260.1 VLCFRCKGRDPEAYGLPEPLPKLLRVFLHMDVKRLGTITMKEENKKLLRQLMDDYYERYGGYFLKSKKFLRQLDQFS........ 247
NTDB id 118 BSU 25280 NP 390406.2 FICHRCFEKDPYRIPIKPQTARLLRLFYYFDLSRLGNVSLKEETKAELKQVIDLYYEEYSGLYLKSKRFLDQMESMKHLMGENKS 255
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