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NTDB id 419956 M662 RS10160 WP 008638494.1 .MNYPNGKRAIK.HSL..APKGKTKTDFSNRGMSLEEDINVTNEHYLASQKAVVHKKPTPVQIVNVDYPKRSAAVIKEAYFKQAS 81
NTDB id 117 BSU 22310 NP 390112.1 MIRYPNGKTFQPKHSVSSQNSQKRAPSYSNRGMTLEDDLNETNKYYLTNQIAVIHKKPTPVQIVNVHYPKRSAAVIKEAYFKQSS 85
consensus ** !!!!! **!!*** * ! * *!!!!!*!!*!*! !! *!! ! !!*!!!!!!!!!!!!*!!!!!!!!!!!!!!!! !

logo TTDFYNGI
VYKRGKRYIDFEAKETKNKTSFPLQSNFVHDQHQIDEHMKAQVKQALHQDGGICSFLVI IVKFSTAPFLDEQVYFLLEPADQDKLFVYFYWDERKQEWKQGNGRKS IPR

NTDB id 419956 M662 RS10160 WP 008638494.1 TTDFNGVYRGKYIDFEAKETKNKTSFPLSNVHQHQIDHMKAVQLHGGISFLIVKFTPLDEVYLLPAQDLFVYWDEQWQGGRKSIP 166
NTDB id 117 BSU 22310 NP 390112.1 TTDYNGIYKGRYIDFEAKETKNKTSFPLQNFHDHQIEHMKQVKAQDGICFVII..SAFDQVYFLEADKLFYFWDRKEKNGRKSIR 168
consensus !!!*!!*!*!*!!!!!!!!!!!!!!!!! ! ! !!!*!!! ! * !!*!*!***** ! !! !*! !! *!! !!!!!*
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NTDB id 419956 M662 RS10160 WP 008638494.1 YSYIKQKGSLIPFRYQARVDYASVLDKLYF........ 196
NTDB id 117 BSU 22310 NP 390112.1 KDELEETAYPISLGYAPRIDYISIIEQLYFSPSSGAKG 206
consensus * * *!* ! *!*!! !*** !!!********
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