
logo MMWQDYWQRYRRFWWVPCLVLLGI IATGGFYWHQSTQQKQKVTHQNEQLLATSASKI
TKPATKKTHQAATKKKGGFVDIKGAVAV

NTDB id 419907 GSF71 RS01015 WP 238389074.1 MMWQDYWQRYRRFWWVPCLVLLGIITGGFYWHQTQQKQKVTHNEQLLATSASKIKPATKKTHQAATKKKGGFVDIKGAVA 80
NTDB id 613 LCA RS05340 WP 231952379.1 MMWQDYWQRYRRFWWVPCLVLLGIIAGGFYWHQSQQKQKVTQNEQLLATSASKTKPATKKTHQAATKKKGGFVDIKGAVV 80
consensus !!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!*!!!!!!!*!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!

logo YPSGIYP ITVSETRLFEVLKNAGGPTDAADTKRLNLAQKLTDQL I IY IPKKGEVVTDQEL IQAPQQIATTSERTPQEQASTG
NTDB id 419907 GSF71 RS01015 WP 238389074.1 YSGIYPITVSETRLFEVLKNAGGPTDAADTKRLNLAQKLTDQLIIYIPKKGEVVTDQELIQAPQQIATTSERTPEQASTG 160
NTDB id 613 LCA RS05340 WP 231952379.1 YPGIYPITVSETRLFEVLKNAGGPTDAADTKRLNLAQKLTDQLIIYIPKKGEVVTDQELIQAPQQIATTSERTQEQASTG 160
consensus !*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!

logo TSANASSATSDTAKIDLNQADSTQLQTLNGIGPKKAEQI IAYRDEQGKFKQI EDLQKVGGIGPKTFEQLQSQICVN
NTDB id 419907 GSF71 RS01015 WP 238389074.1 TSANASSASDTAKIDLNQADSTQLQTLNGIGPKKAEQIIAYRDEQGKFKQIEDLQKVGGIGPKTFEQLQSQICVN 235
NTDB id 613 LCA RS05340 WP 231952379.1 TSANASSTSDTAKIDLNQADSTQLQTLNGIGPKKAEQIIAYRDEQGKFKQIEDLQKVGGIGPKTFEQLQSQICVN 235
consensus !!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!
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