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NTDB id 624 LCA RS00040 WP 011373726.1 ..MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNA.NGDR..EADFINCVIWRKSAENFANFTKKGSLVGVDG 75
NTDB id 419792 GXN75 RS17320 WP 009710556.1 ..MLNRVVLIGRLTRDPELRYTPGGVAVTSFNLAVNRRFTNQ.QGDR..EADFIDIVAWRQLAETVANYMKKGRLVAVEG 75
NTDB id 113 BSU 40900 NP 391970.1 ..MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQ.SGER..EADFINCVTWRRQAENVANFLKKGSLAGVDG 75
NTDB id 1103 NMB RS07590 WP 002212976.1 .MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYLEG 78
NTDB id 1131 NGFG RS05740 WP 003695064.1 .MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYLEG 78
NTDB id 1390 A4U84 RS00055 WP 021115958.1 MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYVEG 80
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MLDGEPGSKRTSNGQSTEATGNESGDQGSFRGQSGAGNPQYDEGDSEGAGWYSYGNNQADENSFGPYAQTGNYSGNGQEGGQAYFSQDGSRGNPYAGASQNQDNQSNRSNPGQPFEGNTAPGSGNPDNAQANQPNTSGQKNRHANRPNPQADQTE

NTDB id 624 LCA RS00040 WP 011373726.1 RLQTRNYENQQGQRVYVTEVVVDNFSLLESRTTTEQRQG...DGASQNF...NSN....QSNGSQQSGFTSPQQTGNAPA 145
NTDB id 419792 GXN75 RS17320 WP 009710556.1 RLQIRSYENQEGRRIKVAEVVAENVQFLESRSQAGSGSG.....YNQDY...G.N...........SGFE......KNQD 129
NTDB id 113 BSU 40900 NP 391970.1 RLQTRNYENQQGQRVFVTEVQAESVQFLEPKNGGGSGSG.....GYNEG...NSGGGQYFGGGQNDNPFGGNQNNQRRNQ 147
NTDB id 1103 NMB RS07590 WP 002212976.1 RIQSRKYQGKDGIERTAYDIVANEMKMLGGRNENSG.GAPYEEGYGQS.......QEAYQRPAQQSRQPASDAPS.HPQE 149
NTDB id 1131 NGFG RS05740 WP 003695064.1 RIQSRKYQGKDGIERTAYDIVANEMKMLGGRNENSG.GAPYDEGYGQS.......QEAYQRPAQQSRQPAPDAPS.HPQE 149
NTDB id 1390 A4U84 RS00055 WP 021115958.1 KLKTRKWQDQNGQDRYTTEIQGDVLQMLDSRSSGGDFGGNQGSGWNQAPAQTNYNQGGYSDNYAQNNNFNGGNA.....T 155
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NTDB id 624 LCA RS00040 WP 011373726.1 ANNTQADPFANNGQAIDISDDDLPF 170
NTDB id 419792 GXN75 RS17320 WP 009710556.1 NRGPSTDPFADDGKPIDISDDDLPF 154
NTDB id 113 BSU 40900 NP 391970.1 GNSFNDDPFANDGKPIDISDDDLPF 172
NTDB id 1103 NMB RS07590 WP 002212976.1 APAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 APAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 RPQPAQKPAAQAEPPMDNFDDDIPF 180
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