
logo

MFSFFRRKKKQETPALEEAQVQETAAKVESEVAQIVGNIKEDVESLAESVKGRAESAVETVSGAVEQVKETVAEMPSEAG
NTDB id 419756 GW535 RS19030 WP 210428201.1 ................................................................................ 0
NTDB id 1118 NGFG RS11455 WP 003696286.1 MFSFFRRKKKQETPALEEAQVQETAAKVESEVAQIVGNIKEDVESLAESVKGRAESAVETVSGAVEQVKETVAEMPSEAG 80
consensus ********************************************************************************

logo

EAAERVESAKEAVAETVGEAVGM
Q
E
V
K
Q
E
N
A
N
A
V
A
N
S
T
N
T
E
SEHKKLQGLWAFARLKQSGLASKSTRDEKNLMAKSGS ILATGTLVLFIGEGGKKQIDGDEDELLYEDELETQVL IL

NTDB id 419756 GW535 RS19030 WP 210428201.1 ......................MEKNNANSNSEKKQGLFARLKSGLSKTRENLASGITTLLIGEKKIDDELLEDLETQLL 58
NTDB id 1118 NGFG RS11455 WP 003696286.1 EAAERVESAKEAVAETVGEAVGQVQEAVATTEEHKLGWAARLKQGLAKSRDKMAKSLAGV.FGGGQIGEDLYEELETVLI 159
consensus ********************** * !*! ! !!!! !! !*!* *! * ** ! ! **! !*!!! !*

logo

M
T
A
GDMVGI

M
D
EATETHYI

L
I
M
K
TDLVRTGKRLVDSLRKNEGLKTDGTNQEKALMREGALKEANLSYDGL ILDKPCLENI

KPLEVI
LPETKDEPFVI LML

V
A
VGI

VNGAGKTTSTIGKLAK
NTDB id 419756 GW535 RS19030 WP 210428201.1 MADVGIDATTHIITDLTKRLDRNELTDTQKAMEALKENLSGLLDPCNIPLEIPETKDPFVILVVGVNGAGKTTTIGKLAK 138
NTDB id 1118 NGFG RS11455 WP 003696286.1 TGDMGMEATEYLMKDVRGRVSLKGLKDGNELRGALKEALYDLIKPLEKPLVLPETKEPFVIMLAGINGAGKTTSIGKLAK 239
consensus *!*!**!! *** !* !* ! ! * !!!! ! !* !* !! *!!!!*!!!!** !*!!!!!!!*!!!!!!

logo YFYQATQGKSVLMLAAGDTFRAAARVEQLQAVWGEGRNDNI
V
P
TVI

V
A
SQHTTGADSAASVCI FDAHVNQASAKAHRGI

YDI LV I
LADTAGRLHPTQLSHNLME

NTDB id 419756 GW535 RS19030 WP 210428201.1 YYQTQGKSVMLAAGDTFRAAAVEQLQVWGERNDIPVVAQHTGADSASVIFDAHNSAKAHGYDILIADTAGRLHTQSNLME 218
NTDB id 1118 NGFG RS11455 WP 003696286.1 YFQAQGKSVLLAAGDTFRAAAREQLQAWGGRNNVTVISQTTG.DSAAVCFDAVQAAKARGIDIVLADTAGRLPTQLHLME 318
consensus !*! !!!!!*!!!!!!!!!!! !!!! !! !! **!* !*!!*!!! !*!!!** !!!*! !!**!!!!!!! !! *!!!

logo E I
LKKVKRVLGQKAVDINPGTAPHE I

V
I
L
L
VVLDASGNI

TGQNAI
VNQAVEKAQFDHDQALVGNLVSTGI

L
I
V
M
VTKLDGTAKGGI

V
I
L
A
FAI

LAKSDKMRKPLVP I
VRYIGVGE

NTDB id 419756 GW535 RS19030 WP 210428201.1 ELKKVKRVLGKVDNTAPHEVLLVLDSGTGQNAINQAEQFHQAVNVSGIVMTKLDGTAKGGVIFAIAKKMKLPIRYIGVGE 298
NTDB id 1118 NGFG RS11455 WP 003696286.1 EIKKVKRVLQKAIPGAPHEIIVVLDANIGQNAVNQVKAFDDALGLTGLIVTKLDGTAKGGILAALASDRPVPVRYIGVGE 398
consensus !*!!!!!!! ! * !!!!***!!! !!!!*!! !* !* **!***!!!!!!!!!!** !*! **!*!!!!!!!

logo

G
KIDDLRPFDKASDRAEF IVDEALFLDG

NTDB id 419756 GW535 RS19030 WP 210428201.1 KIDDLRPFKSDEFIEALFG 317
NTDB id 1118 NGFG RS11455 WP 003696286.1 GIDDLRPFDARAFVDALLD 417
consensus !!!!!!! !**!!

X non conserved

X similar

X ≥ 50% conserved


