
logo

MAE
M
Q
S
Q
R
T

A
P
Q

K
L
N

A
VL ILVVDDEEPDLICRLELLMVQEMIVTLAGRMKGI

L
D
H
K

I
T
H
R
S

L
SAARYRNLVDEKQEAKREQRLFLARTEQREFQHPTYFDALC I

LTDLMNRLPDGTSGI
L
E
DLVHKQEHYVI SQQNRCHYPNQYTP I

V
NTDB id 1045 H0N27 RS16330 WP 168727019.1 MAEQQPLVLLVDDEEDLCLLMQMTLARMGIKTHLAYRVEQAKQLFTQFHYDACLTDLNLPDGSGLDLVKHVSQNYPNTPI 80
NTDB id 419603 GT972 RS07290 WP 238388376.1 ..MSTANVLVVDDEPDIRELVEIVLGRMGLHISSAANLDEARQRLREQTFDLCITDMRLPDGTGIELVHEIQQRCPYTPV 78
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ..MSRQKALIVDDEPDIRELLEITLGRMKLDTRSARNVKEARELLAREPFDLCLTDMRLPDGSGLDLVQYIQQRHPQTPV 78
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 AVLTAYGNMDIAIAALKAGAFDFVSKPVNQVHLDQLLQKALNRQKVEHDTTEN.....ALENKLLIGRSLPIQQLRIAIK 155
NTDB id 419603 GT972 RS07290 WP 238388376.1 AVITAYGNAEVAVESLKAGAFDFVAKPVDVPALRKLVDSALKLREHNTDNPENASPPSSDASTELLGTHHSIQALRNLIE 158
NTDB id 1473 PAKAF RS24000 WP 003094694.1 AMITAYGSLDTAIQALKAGAFDFLTKPVDLGRLRELVATALRLRNPEAEE........APVDNRLLGESPPMRALRNQIG 150
consensus !**!!!!****!* *!!!!!!!!**!!!** !* !* *!!*** * * ** * !*! * ****!!* !

logo

R
K
I
LARSQAPVFHYVITSGESGSTGKEVLVANRQLVIHELRLQRSGNPRAISREAGRPF IVPAVINCGAVIPNSTELMESELFFGHI

KKGSFTGAHITEQRDKAQGL IFLQSAAEHSGGST
NTDB id 1045 H0N27 RS16330 WP 168727019.1 KIARSQAPVFVTGESGTGKEVVANLVHRLSNRSEGPFIAINCGAIPTELMESELFGHKKGSFTGATQDKQGLILSAHGGS 235
NTDB id 419603 GT972 RS07290 WP 238388376.1 RLARSQAPVHISGESGTGKELVARQIHLRGPRARAPFVAINCGAVPNELMESEFFGHIKGSFTGAHRDKAGLFQAAEGGT 238
NTDB id 1473 PAKAF RS24000 WP 003094694.1 KLARSQAPVYISGESGSGKELVARLIHEQGPRIERPFVPVNCGAIPSELMESEFFGHKKGSFTGAIEDKQGLFQAASGGT 230
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 LFLDEIAELPLSMQVKLLRAVQEKKIRPVGSDQEIDVDFRVISASHQDLDLLVRQGKFRQDLFFRIHVMDLILPPLRERG 315
NTDB id 419603 GT972 RS07290 WP 238388376.1 LFLDEVAELPLHMQVKLLRALQERRVRPVGASQEIAVNVRIISATHENLAQRVSSGQFRQDLFYRLDVIAVHTPALRERP 318
NTDB id 1473 PAKAF RS24000 WP 003094694.1 LFLDEVADLPMAMQVKLLRAIQEKAVRAVGGQQEVAVDVRILCATHKDLAAEVGAGRFRQDLYYRLNVIELRVPPLRERR 310
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 EDVLLLANHFIQKICMEWETPPKQL.TEAAETYLLQQHFPGNVRELRNMIERAITLSEDATIDISHLHPAPLRANISNPF 394
NTDB id 419603 GT972 RS07290 WP 238388376.1 EDIPLLTEQILHRIAARTGYADVPAVDAATLQALQAYSFPGNVRELENILERSLTLCDGITIYPADLQLRSD.......F 391
NTDB id 1473 PAKAF RS24000 WP 003094694.1 EDIPLLAERILKRLAGDTGLPAARL.TGDAQEKLKNYRFPGNVRELENMLERAYTLCEDDQIQPHDLRLADA.......P 382
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 ASAAQSIQTTVAAPQAVKKLPSEGLERYLENIEKDILLNALNMTHWNRTLAAKKLGMTFRSLRYRLKKFGLDTETEQEV 473
NTDB id 419603 GT972 RS07290 WP 238388376.1 A.........IAPPPPLTLTDPAQT...............PAEVEQIEARAAQKLGISTRALRERLRKLGIQIPASPP. 445
NTDB id 1473 PAKAF RS24000 WP 003094694.1 G.........ASQEGAASLSEIDNLEDYLEDIERKLIMQALEETRWNRTAAAQRLGLTFRSMRYRLKKLGID....... 445
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