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NTDB id 1045 H0N27 RS16330 WP 168727019.1 MAEQQPLVLLVDDEEDLCLLMQMTLARMGIKTHLAYRVEQAKQLFTQFHYDACLTDLNLPDGSGLDLVKHVSQNYPNTPI 80
NTDB id 419577 GWK36 RS05060 WP 166270217.1 ..MPKPLALVVDDEADLLELIRITLARMGVDAVTAPTLAEAKRQLEQQRIDLCLSDLNLPDGSGLDLVQHIAAHYPDLPI 78
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ..MSRQKALIVDDEPDIRELLEITLGRMKLDTRSARNVKEARELLAREPFDLCLTDMRLPDGSGLDLVQYIQQRHPQTPV 78
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NTDB id 419577 GWK36 RS05060 WP 166270217.1 AMITAYGSMESAVAAMKAGAFDFVAKPVDLAALRNLVEAALRLRGRSVLATDAGEGVADTPLIGSSNVMQQVRALIAKLA 158
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 RSQAPVFVTGESGTGKEVVANLVHRLSNRSEGPFIAINCGAIPTELMESELFGHKKGSFTGATQDKQGLILSAHGGSLFL 238
NTDB id 419577 GWK36 RS05060 WP 166270217.1 RTQAPVFITGESGTGKELAARLIHTQGLHRRGSFVPVNCGAIPPDLVESELFGHKKGSFTGAVADKPGLFQVAAGGTLFL 238
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 LLLANHFIQKICMEWE....TPPKQLTEAAETYLLQQHFPGNVRELRNMIERAITLSEDATIDISHLHPAPLRANISNPF 394
NTDB id 419577 GWK36 RS05060 WP 166270217.1 PELAEYILGRLAKRTAGRPTGHCPKLSAEAVAALQHYPFPGNVRELENILERALALCEGDSIRLADLYLQE.......PL 391
NTDB id 1473 PAKAF RS24000 WP 003094694.1 PLLAERILKRLAGDT....GLPAARLTGDAQEKLKNYRFPGNVRELENMLERAYTLCEDDQIQPHDLRLAD.......AP 382
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 ASAAQSIQTTVAAPQAVKKLPSEGLERYLENIEKDILLNALNMTHWNRTLAAKKLGMTFRSLRYRLKKFGLDTETEQEV 473
NTDB id 419577 GWK36 RS05060 WP 166270217.1 SSK.........ATADRHEIAVDRVP........VSIPNELSLQERDLEAAASALGLTSLALRYRLKRLGIGLGR.... 449
NTDB id 1473 PAKAF RS24000 WP 003094694.1 GAS.........QEGAASLSEIDNLEDYLEDIERKLIMQALEETRWNRTAAAQRLGLTFRSMRYRLKKLGID....... 445
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