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NTDB id 1257 GCO85 RS04855 WP 163621000.1 KDKQN...............................SLLSDRGKISVDARTNTIWIQDTGTKIEEVRELIKQLDIPVKQV 434
NTDB id 1284 ACE17W RS12370 WP 010946666.1 KDKQN...............................SLLSDRGKISVDARTNTIWIQDTGTKIEEVRELIKQLDIPVKQV 434
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NTDB id 1284 ACE17W RS12370 WP 010946666.1 LIEARIVEVTKDFSQDIGIRWGVSRPTHLS.GT.LEGANE...........L.ARGTAPANVVPLERRLNLDLAAAPLTG 500
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NTDB id 1009 ACIAD RS15175 WP 004923730.1 MIEARIVRATTSFSKEMGVKWGILSQGINQNSNLLVGGSETTLWNLRNPD...SNG.....TYTI...ERPDNLNVDLGV 517
NTDB id 419453 GVU25 RS11695 WP 167846488.1 MIEARIVRATTDFTKEMGVKWGILSQGITNNNHLLVGGSDTTLWNLREPE...KNDDLGGWKYEI...ERPQNLNVDLGV 521
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NTDB id 1257 GCO85 RS04855 WP 163621000.1 ATPASVGIALAKL.NDNILLDLELSALESEGRAELISSPRLITTNQQAAVIESGEEIPYQEATSSGA...TAVAFKKAVL 576
NTDB id 1284 ACE17W RS12370 WP 010946666.1 ATPASVGIALAKL.NDNILLDLELSALESEGRAELISSPRLITTNQQAAVIESGEEIPYQEATSSGA...TAVAFKKAVL 576
NTDB id 1193 PAKAF RS26665 WP 003161249.1 KDA.TSGIGIGFI.TDNIILDLQLSAMEKTGNGEIVSQPKVVTSDKETAKILKGSEVPYQEASSSGA...TSTSFKEAAL 600
NTDB id 1009 ACIAD RS15175 WP 004923730.1 TTTGASSIAFGLISLSDFMLDLELSALQADGYGEVISTPKVMSADKQKAKVATGVEVPYQSTTNSAAGSTATTSFKEALL 597
NTDB id 419453 GVU25 RS11695 WP 167846488.1 TSPGASRIAFGLISLSDFMLDLELSALQADGYGEVISTPKVLTADKQNAKVASGTQIPYQSSEGGGVNAVSTTEFIDATL 601
NTDB id 1052 ABD1 RS15850 WP 001017033.1 SNPA.GSIAFGLISMSDFMLDLELSALQADGYGEVISTPKVMTADKQTAKVATGQQVPYQSTTNSAAGSTATTSFKDALL 609
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NTDB id 1257 GCO85 RS04855 WP 163621000.1 SLKVTPQITPDGKILMDLQINQDTPSPQ.TFLGVPAIITKEIQTNVLVNNGQTIVLGGIYKQDKNKVINRIPFFGELPVV 655
NTDB id 1284 ACE17W RS12370 WP 010946666.1 SLKVTPQITPDGKILMDLQINQDTPSPQ.TFLGVPAIITKEIQTNVLVNNGQTIVLGGIYKQDKNKVINRIPFFGELPVV 655
NTDB id 1193 PAKAF RS26665 WP 003161249.1 SLEVTPQITPDNRIIVEVKVTKDAPDYQNMLNGVPPINKNEVNAKILVNDGETIVIGGVFSNEQSKSVEKVPFLGELPYL 680
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NTDB id 419453 GVU25 RS11695 WP 167846488.1 SLDVTPSITPDGKVQMQLNITSDSPGAP.TPTGQLTINKNAVNTNVLVDNGETVVLGGIFEQQTANSQTKVPFLGDIPYI 680
NTDB id 1052 ABD1 RS15850 WP 001017033.1 SLNVTPSITPDGKIQMKLDISKDSVAGA.APNGELILNKNNINTNVLVDNGETVILGGVFEQTTMNSQTKVPFFGDIPVV 688
NTDB id 1039 H0N27 RS01460 WP 031993779.1 SLNVTPSITPDGKIQMKLDISKDSVAGA.APNGELILNKNNINTNVLVDNGETVILGGVFEQTTMNSQTKVPFFGDIPVV 688
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NTDB id 1257 GCO85 RS04855 WP 163621000.1 GILFSNRQITLKNEELLIFITPRIITNALSITTIEGREKDVYK 698
NTDB id 1284 ACE17W RS12370 WP 010946666.1 GILFSNRQITLKNEELLIFITPRIITNALSITTIEGREKDVYK 698
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NTDB id 419453 GVU25 RS11695 WP 167846488.1 GRLFRKDIKSDNKRELLIFVTPRIVNDSVSRNH.......... 713
NTDB id 1052 ABD1 RS15850 WP 001017033.1 GRLFRKDVKSDDKQELLIFVTPRIVNDTLARNH.......... 721
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