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NTDB id 1064 ABD1 RS15725 WP 001046490.1 MNKYYILRFNQGFTLIELMVVIVIVAIFASIAIPSYQSYSRRATASAAKSEILKLAEQLEQHKSRNFTYRGFTTTSITLP 80
NTDB id 419451 GVU25 RS11510 WP 167846358.1 ......MRKSSGFTLIELMVVVVIIAILAAIAIPSYQSFIRKNLTAQVQQEMLKLADQLERHKAKNFSYKKFDPKYLYAG 74
NTDB id 1006 ACIAD RS15005 WP 004923843.1 .....MQHHRQGFTLIELMVVVVIIAIFAAIAIPSYQEYIRRSNLAMAQQEMQKLAEQLERYRSRNFSYKGFDATYLYQD 75
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NGMQGTVWASVMIKAMTPSTLDLASTDGNSKNRLNFYNSTFL ILALKTSNSTGFLVSRCQK
NTDB id 1064 ABD1 RS15725 WP 001046490.1 R.......................GGYTIQI..TDDTTTGNLLTNTAANGQTWVIKATT...TDSRNFNFIAKNSGLRCQ 132
NTDB id 419451 GVU25 RS11510 WP 167846358.1 TVAMPEVFVPG..GI....FNVATSKYKIELKDISRTTTENLLTT..DNGMVWSMKATPLDLSDGKLYTLLLTSTGVRCK 146
NTDB id 1006 ACIAD RS15005 WP 004923843.1 KSGQTLAKFDSTKQIVQLPLDTSNTKYTLAV..VDTTTNNPLLTSANAIGQGWAIKAMS...ADNNNYSLLLTNTGFSCK 150
consensus * * * **!** * ** !!* *!!!* **!* ! *!!** *! **********!**!*

logo

N
S
K
L
T

A
T
A
S
W

A
S
T

A
N
I
V
D
S
N
S
YSADSCGTGTVTCNVCEGSTNGVSENQSWQ

NTDB id 1064 ABD1 RS15725 WP 001046490.1 SLTATAVDN.DCGGTVTCNVCETNSENWQ 160
NTDB id 419451 GVU25 RS11510 WP 167846358.1 STASSNVSYSACT........GSGVEQW. 166
NTDB id 1006 ACIAD RS15005 WP 004923843.1 NKTWANISSSSC.........GTGSESW. 169
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