
logo MKHGMIKTALFL ITSLVSVLLACGAAGLMVSVHSSASFLAEAEAKPSATXAQVATVAKPQSTSAVVTETKAEAPAATAQAQENSAKQAAVVAPAVKASDEVESGDTKRLVNS INTNASTASEE I
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NTDB id 1362 HI 1008 AAC22669.1 ....MKTLF.TSVVLCGALVVSSSFAEEKATXQTAQSVVTT.......QAEAQVAPAV....VSDKLNINTATASEIQKS 64
NTDB id 41944 AST93 RS02030 WP 000680304.1 MKHGIKALLITLSLACAGMSHSA.LAAAP...AVKSSVVETKAEAPATAQNKAVAPAKASDEEGTRVSINNATAEELARA 76
NTDB id 1440 BW25113 RS02290 WP 000680312.1 MKHGIKALLITLSLACAGMSHSA.LAAAS...VAKPTAVETKAEAPAA.QSKAAVPAKASDEEGTRVSINNASAEELARA 75
consensus *****!*!**!****!*****!* *!** * **!*!****** * ****!!***********!!*!*!*!****
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NTDB id 1362 HI 1008 AAC22669.1 LTGIGAKKAEAIVQYREKHGNFXNAEQLLEVQGIGKATLEKNRDRIIF 112
NTDB id 41944 AST93 RS02030 WP 000680304.1 MNGVGLKKAQAIVSYREEYGPFKTVEDLKQVPGMGNSLVERNLAILTL 124
NTDB id 1440 BW25113 RS02290 WP 000680312.1 MNGVGLKKAQAIVSYREEYGPFKTVEDLKQVPGMGNSLVERNLAVLTL 123
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